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Foreword 


RL RE ECT TET TELE DEEL LAD AOL PILES 


Cambridge Scientific Biochemistry Ab- 
stracts, Part 2, Nucleic Acids 

(formerly Nucleic Acids Abstracts) com- 
menced publication in 1971 and is pub- 
lished monthly. Each issue contains appro- 
ximately 800 abstracts, followed by author 
and subject indexes. 


Coverage 
In compiling each month’s issue, CSA’s 
editorial staff monitors approximately 5,000 
primary journals and other source refer- 
ences for papers falling within the scope of 
the journal. 


Subject scope and 

arrangement of subject matter 

The table of contents shows the full scope of 
the journal. Every paper citing any physical, 
chemical or biological aspect of nucleic 
acids, nucleoproteins, nucleotides, nuc- 
leosides, and related purines and pyrimi- 
dines is reported. Papers relating to nuc- 
leotides will be included only where they are 
of direct relevance to the nucleic acids 
themselves. Abstracts are allocated to the 
section (subsection) to which they are most 
relevant and cross-referred to other sec- 
tions (subsectians) where appropriate. 


Using this journal 

Full details of the bibliographic data cited for 
each abstract and of abbreviations used 
can be found in the first issue of each 
volume. 
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Deoxyribonuclease Eco0109, i 
cleavage, DNA, nucleotide sequence recognition sites, methylation inhibition — 
7503. ‘ 
Deoxyribonuclease EcoRI, \ 
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int, 


Deoxyribonuclease Ba 
DNA cleavage sites, nucleotide sequence specificity 7496. 
Deoxyribonuclease Bani, 


eee dimorphism, introns, apolipoprotein A-I genes, chromosome 11, man 
5. 
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. 6082 


man 2 

Jetectior “4 | laa fragment length polymorphism, DNA, mapping, chromosome 8, 
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man 6169. 
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man 6173, 

acseape: ial fragment length polymorphism, DNA, mapping, chromosome 2, 
man P 

ap tay oe fragment length polymorphism, DNA, mapping, chromosome 2, 
man f 

ate | ea fragment length polymorphism, DNA, mapping, chromosome 2, 
man i 
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chromosome 2, man 7205. 
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a-spectrin, restriction fragment length polymorphism, deoxyribonuclease Xbal, 
deoxyribonuclease Msp! detection, mapping, chromosome 1, man 7102. 
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detection, restriction fragment length polymorphism mapping, DNA, chromosome 10, 
man 6217. 
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detection, restriction fragment length polymorphism, DNA, mapping, chromosome 17, 
man 6020. 
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polymerase, human immunodeficiency virus 2617. 
2’-Deoxytubercidin, 
containing, synthetic oligodeoxyribonucleotides, nucleotide sequence 
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Dephosphorylation, 
antigen T, effects on DNA binding, DNA biosynthesis stimulation, SV40 4560. () 
effects on SV40 antigen T, DNA helicase activity, DNA binding 9577. 
nucleotides, factors affecting 6647. 
Depolarization, fi 
ba rr ial substance P precursors mRNA levels, superior cervical ganglion = ™ 
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Deoxyribonuclease Uur 9601, 


cleavage, DNA nucleotide sequence specificity, taxonomy, Ureaplasma urealyticum 
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skeletal muscle, rabbits 5034. 

DNA, phosphoproteins gene mapping, amino acid sequence predictions, 
cytomegalovirus (human) 249. 

DNA, phosphoribosyiglycinamide formyltransferase purN gene, amino acid sequence 
predictions, Escherichia coli 1912. 

DNA, photosystem | proteins genes, amino acid sequence predictions, Nicotiana 
tabacum 8128. 

DNA, PIF gene, amino acid sequence predictions, Saccharomyces cerevisiae 248. 

DNA, pili genes, Neisseria meningitidis 845. 

DNA, pili subunits rors: amino acid sequence predictions, Escherichia coli 5876. 

DNA, plasmid pBR322, glucocorticoids gene regulation, Escherichia coli 847. 

DNA, plasmid pSK3, Streptomyces kasugaensis 3935. 

DNA, plasmid pUB110, bleomycin antibiotic resistance, Staphylococcus aureus 299. 

DNA, plasmid R46 transfer, Escherichia coli 2992. 

DNA, plasmids, B-lactamase gene expression, Escherichia coli, Haemophilus 
influenzae, Neisseria gonorrhoeae 4300. 

DNA, plasmids partition par locus, cell division, Bacillus subtilis 4998. 

DNA, plasmids promoters, Lactobacillus acidophilus 309. 

DNA, plasmids, Trypanosoma cruzi 922. 

ONA, plasmids, Zymomonas mobilis 6110. 

DNA, Plasmodium yoelili genomes 2068. 

DNA, poly(ADP-ribose) synthetase genes, amino acid sequence predictions, man 


DNA, polygalacturonase genes, amino acid sequence predictions, fruits, 

of iene esculentum 2196. 

DNA polymerase genes, herpes simplex virus 2 217. 

DNA, polymyxin B antibiotic resistance genes, amino acid sequence predictions, 
Saccharomyces cerevisiae 3860. 

DNA, Setapier virus genomes, plasmids copies 980. 

DNA, Primates phylogeny, man, evolutionary genetics 6142. 

ONA, procollagen genes conservation, amino acid sequence predictions, basement 
membranes, Drosophila melanogaster, mice, man 4807. 

ONA, prolL-18 gene, genomes libraries, man 4105. 

res proline carriers putP gene, amino acid sequence predictions, Escherichia 
coli 1945. 

“eo protamine Z2 genes, amino acid sequence predictions, Scyliorhinus canicula 

55. 
DNA, protein GRP33 genes, amino acid sequence predictions, Artemia salina 7053. 
piseanee HX genes, amino acid sequence predictions, Saccharomyces cerevisiae 


ONA, protein kinase subunits BCY1 gene, Saccharomyces cerevisiae 308. 

DNA, proteinase genes, amino acid sequence predictions, Streptomyces griseus 940. 

DNA, proteinase III ptr gene promoters, Escherichia coli 2794. 

DNA, purine nucleotides biosynthesis genes, amino acid sequence predictions, 
Bacillus subtilis 3130. 

DNA, (mir ama reductase genes, amino acid sequence analysis, Pseudomonas 
putida 219. 

DNA, pyrBl operon, amino acid sequence predictions, Salmonella ths Ste 5898. 

DNA, pyrC gene, amino acid sequence predictions, Escherichia coli 2846. 

DNA, pyrF gene, amino acid sequence predictions, Salmonella typhimurium 5880. 

DNA, pyruvate carboxylase genes, amino acid sequence predictions, Saccharomyces 
cerevisiae 873. 


DNA, pyruvate decarboxylase genes, gene expression, Saccharomyces cerevisiae 874. 


DNA, ras gene, amino acid sequence predictions, gene expression, Aplysia 
californica 903. 

DNA, rearrangement, nuclei development, Tetrahymena thermophila 2088. 

DNA, rearrangement, pili phase variations, Escherichia coli 846. 

DNA, rearrangement, plasmids supercoiling, Escherichia coli 3928. 

DNA, recB gene, amino acid sequence predictions, Escherichia coli 213. 
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Nucleotide sequence, (continued) A 


DNA, recombination genes, Escherichia coli 3259. a ‘ 
DNA, regulation, tissues specificity gene expression, histocompatibility locus 
HLA, DR region, genes 2852. 
DNA, sy domains, interferon gene regulatory element, B-interferon 
ines, DNA-binding protein binding, man 9578. t 
DNA, relaxin genes, amino acid sequence predictions, pigs 8192. 
DNA, be wae amino acid sequence predictions, uvrD gene homology, Escheric! 
coli if 
DNA repeated sequence elements, genomes, species, Cucurbita 4872. 
DNA repeated sequence, homology, coagulation factor IX.genes, tandem repeates 
sequence satellite DNA, spermatozoa, man 4832. 
DNA, repeated co mason inverted repeat, development effects on, Tetrahymena 
thermophila 4782. " 
DNA repeated sequence, Macaca fuscata 4191. 
DNA, repeated sequence, palindromes, Epstein-Barr virus 2144. 
DNA repeated sequence pentanucleotides, Y chromosome, man 3992. 
DNA repeated sequence, pseu nes, ite RNASS, tRNA, Oryza sativa 622) 
DNA, replication origin, Crithidia fasciculata 2087. 2 
DNA, replication origin, herpes simplex virus 1 2200. : 
DNA, replication origin, packaging, cleavage domains, phages 2766. J } 
DNA, restriction endonuclease mapping, computer programs, computer graphics 188 
DNA, restriction endonuclease mapping, papilloma virus (human) 6b 10104. — 
DNA, rhinovirus (human) genomes, amino acid sequence predictions 717. 
DNA, rhodotorucine A RHA gene, amino acid sequence predictions, Rhodosporidiuld); 
toruloides 3968. 2 4 3 
DNA, ribonucleotide diphosphate reductase subunits genes, amino acid sequence 
predictions, Saccharomyces cerevisiae 953. : 5 
cp gen Septic pyrophosphokinase prs gene, gene mapping, Bacillus subtilt} 
7 $s t 
DNA, ribosomal protein L25 genes, Candida utilis 2138. j 
DNA, ribulose-bisphosphate carboxylase genes, Alcaligenes eutrophus 2905. | 
DNA, ribulose-bisphosphate carboxylase genes, Rhodobacter sphaeroides 3028, Ks 
DNA, Rous sarcoma virus transformed cells, fibroblasts genes, chick embryos 2129 
} 


DNA, rRNA genes, Neurospora crassa 83. 

DNA, rRNA 16S genes, Chlamydia psittaci 282. 

DNA, rRNA 28S genes spacer, Crithidia fasciculata 181. 

DNA, rRNA 5S genes, Chlorella ellipsoidea 85. 

DNA, rRNA 5.8S genes, Plasmodium falciparum 89. 

DNA, R2 elements, Bombyx mori 259. ‘ 

DNA, S-100 protein genes: amino acid sequence predictions, brain, rats 7039. 
DNA, screening, Escherichia coli genes, phage M13 cloning vectors 2431. 


7 


DNA, secX gene, amino acid sequence predictions, chloroplasts, Zea mays 8134\)) 


DNA segments, inversion regions, shufflons, open reading frames formation, - 
plasmid R64 3029. eM i 

DNA, sfa gene, pili proteins, amino acid sequence predictions, Escherichia coli 
907 


DNA, sialidase genes, influenza A virus, animal isolates 7848. 

DNA, sialidase genes, temperature-sensitive mutant, influenza A virus 2023. 

DNA, signals transduction proteins subunits, genes, retina, cattle 5129. 

DNA, simian T-lymphotropic virus 3, human immunodeficiency virus comparisen, 
amino acid sequence predictions 3093. 

DNA, sites, cleavage specificity, endodeoxyribonuclease, analysis, computer 
programs, algorithms 2525. 

DNA, SOS repair sulA gene, evolutionary genetics, Escherichia coli 156. 

DNA, specificity, endodeoxyribonuclease EcoR124 recognition, Escherichia coi 
574. 

DNA, specificity, imidazole containing oligopeptides 941. 

DNA, spollD gene, gerE gene, amino acid sequence predictions, sporulation. 
Bacillus subtilis 5868. 

DNA, spores proteins genes, amino acid sequence predictions, Bacillus cereus, 
Bacillus stearothermophilus, Thermoactinomyces thalpophilus 2842. 

DNA, sporozoites proteins genes, Plasmodium berghei 2102. 

DNA, sporozoites proteins genes, Plasmodium falciparum 881. 

DNA, sporulation spolllE operon, amino acid sequence predictions, Bacillus 
subtilis 5866. 

Cece SpoOE gene, gene products overproduction, Bacillus subtilis 

DNA, streptomycin biosynthesis genes, amino acid sequence predictions, 
Streptomyces griseus 1899. 

DNA, streptomycin 6-kinase genes, Streptomyces griseus 147. 

DNA, structural proteins genes, dengue virus 4 2029. 

DNA, sucrose a-glucohydrolase sacA gene, amino acid sequence predictions, 
Bacillus subtilis 855. i 

ea age agen dismutase genes, amino acid sequence predictions, tissues, MICT 
ral + 

DNA, SUP2 gene, amino acid sequence predictions, Saccharomyces cerevisiae 215%) 

DNA, SV40 recombinants, repeated sequence stability 6188. 

DNA, symbiosis genes, Bradyrhizobium jens 2870. 

DNA, tandem repeated sequence, nuclei, Brassica oleracea 5065. 

DNA, tar gene+tap gene hybrids, gene products characterization, membrane 
proteins, Escherichia coli 3955. 

DNA, thymidine kinase genes, amino acid sequence predictions, fowl pox virus 271%) 

DNA, thyroid peroxidase, man 4914. | 

DNA topoisomerase (ATP-hydrolysing) genes, Escherichia coli 2201. 

DNA topoisomerase int gene, mutation, phage \ 8097. 

DNA topoisomerase top1 gene, cloning, Schizosaccharomyces pombe 5958. 

ee A eta gene, amino acid sequence predictions, Stanhylocoaels aureus | 

DNA, toxin B etb gene, toxin A eta gene, amino acid sequence predictions, | 
Staphylococcus aureus 5025. 


DNA, toxin B genes, amino acid sequence predictions, Staphylococcus aureus ij 


DNA, toxin 1 genes, amino acid sequence predictions, phage H-19B promoters, 

Escherichia coli 1862. \ 
DNA, toxins genes, amino acid sequence predictions, Escherichia coli 3118. 
DNA, transcription anti terminators, nutL gene, phage \, Escherichia coli {| 


ene expression 284. i" 


DNA, transforming plasmids, ae snp es virus 2 transformed cells, rats 2026. 
DNA, transposon 8, plasmids, Escherichia coli 3031. 

DNA, transposon Tn4430, Bacillus thuringiensis 163. 

DNA, transposon Tn6 insertion, nitrous oxide respiration genes, Pseudomonas 

stutzeri 2832. 

DNA, tRNA fMet genes, Streptomyces rimosus 3948. 

DNA, tRNA genes 5'-terminus, Halobacterium volcanii 1836. \ 
DNA, tRNA Leu genes, Bordetella pertussis 3734. | 
DNA, tRNA Leu genes, mice 8923. 


(continued) 
tRNA Val 


\ Val genes, transcription, Xenopus laevis 5811. 
—_— i genes, restriction endonuclease mapping, pancreas, man 


tunicamycin antibiotic resistance genes, amino acid sequence predictions, 
2856. 
gene, promoters eg con cla gid 279. 
38 gene, antigens receptors, lymphocytes T, man 1028. 
ubiquinol+cytochrome-c oxi 


xidase complex genes, gene mapping, Rhodopseudomonas 


ubiquinol-cytochrome-c reductase genes, amino acid sequence predictions, 
cerevisiae 2108. 

uhp gene, amino acid sequence predictions, Escherichia coli 945. 

uncA gene mutation, amino acid sequence predictions, Escherichia coli 3120. 

uncD gene, amino acid sequence predictions, Escherichia coli 1959. 

uraS gene, amino acid sequence predictions, Podospora anserina 878. 

A ne 2 genes, amino acid sequence predictions, Dictyostelium 

use, hybridization analysis, colonies hybridization 5925. 

V-fps gene, Fujinami sarcoma virus, transformation proteins, amino acids 

: pa predictions, MC-29 virus 3866. 


v-myc gene, amino 
Vero cells cytotoxins production nes, Escherichi li ph 2988. 
, ia coli phages i 
virA locus, Agrobacterium tumetacions 153. = 
virE loci operons, amino acid sequence predictions, plasmid pTIA6, 
probactoriu tumefaciens 1970. 
virulence virA gene, amino acid sequence predictions, Ti plasmid, 


gene, ing, gene expression, TOL plasmid, Pseudomonas putida 1314. 
eames lampbrush, Drosophila hydei 1115. . 
binding seco or. panes regions, immunoglobulins 
Protein binding sites, 3'-terminus, transposons, B-gl 
cattle 6120. a ae 
inding protein fis gene, Escherichia coli 9905. 
A-b a ee tl genes, proteinase genes, adenovirus (human) 40, adenovirus 
an) 


A-directed DNA polymerase domains, mutants, amino acids substitution, herpes 
plex virus ji 

directed DNA polymerase genes, fowl pox virus 3049. 

| directed DNA polymerase genes, killer factor, plasmid pGKL1, Kluyveromyces 


Nes, mice 9573. 
in loci, 


A 1 DNA polymerase || genes 5'-terminus flanking region, mice, rats 
SW) DNA polymerase RF1 gene, plasmid k1, killer factor, Kluyveromyces 
=2)NA-directed DNA polymerase subunits dnaE gene, Escherichia coli 8090. 
the polymerase binding sites, mapping, promoters, B gene, D gene, 
liA-cirected RNA polymerase binding sites, Methanococcus vannielii 6062, 

cted RNA polymerase II genes, Drosophila melanogaster 2871. 
ected RNA polymerase =“ subunit genes, mice 4028. 


INA, a-amylase genes, Saccharomyces cerevisiae 875. 

NA, B-crystallin, eye lens, chickens 229. 

NA, a-crystallin genes, amino acid sequence predictions, cattle 5864. 
2'3'-cyclic-nucleotide 3’-phosphohydrolase, retina, cattle 4160. 
3',5'-cyclic-nucieotide gronpheciomerss: genes, amino acid sequence 

oredictions, retina, cattle 7046. 

»/NA, a-galactosidase, signal peptides, lysosomes, fibroblasts, man 4188. 
NA, B-galactosides binding lectins, hepatoma, man 1973. 
NA, y-gliadin genes, Triticum aestivum 6161. 
NA, B-globin, erythroid cells, rats 1996. 
'NA, a-globin genes, amino acid sequence prediction, seeds, Gossypium 
nirsutum 8149. 
'NA, B-D-glucuronidase, placenta, man 265. 
-a.NA, cp paeleadey precursors, polyadenylation sites, Hordeum 292. 
‘yNA, ee eeny eid oxidase genes, amino acid sequence predictions, Spinacea 


hg hee sit man 5088. 
7 sald nucleotide-binding protein, adrenal gland, 
7. 


a-tropomyosin, skeletal muscle, quail 2154. 

B-tubulin genes, amino acid sequence predictions, erythrocytes 8118. 
B-tubulin genes, spindles, plasmodia, Physarum polycephalum 7249. 
a-tubulin, Macaca fascicularis, man 4871. 

acetyl-CoA acyltransferase, rats 4098. 


BNA, acidic ribosomal proteins, Schizosaccharomyces pombe 6022. 

"NA, actin genes, Entamoeba histolytica 5896. 

#NA, acyl carrier protein |, leaves, Spinacea oleracea 1928. 

NA, acyl carrier protein, seeds, Brassica campestris 4037. 

INA, acyl-CoA dehydrogenase genes, amino acid sequence predictions, liver, rats, 

| ‘xidney, pigs 8138. 
NA, acyl-CoA dehydrogenase, placenta, liver, man 2990. 

INA, acyl-CoA pe ay rats 4110. 

NA, adenine phosphoribosyltransferase, man 2979. 

INA, adenosine deaminase, point mutation, exons deletion, adenosine deaminase 

deficiency, severe combined immunodeficiency patients cell lines, man 5213. 

»)NA, adenosinetriphosphatase subunits, electric organs, Torpedo californica 

ons 2 62. 

INA, adenosylhomocysteinase, liver, rats 203. : ‘ 

INA, adenylate cyclase stimulating guanine nucieotide-binding protein 

a-Subunit, cerebrum, cattle 4067. 

=) NA, adenylate kinase, Saccharomyces cerevisiae 3876. 

*\NA, B2-adrenergic receptors, man 2150. 

’NA, aequorin isotypes, Aequorea victoria 3055. es 

INA, alanine-valine aminotransferase avtA gene, determination, use, transposons, 
ethodology, Escherichia coli 6066. 
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Nucleotide sequence, (continued) 


cDNA, alcohol dehydrogenase, liver, rats 1969. 

cDNA, alcohol dehydrogenase f1-subunit, liver, man 4047. 

cDNA, aldehyde ay ks iced genes, amino acid sequence predictions, 
mitochondria, man 4010. 

cDNA, aldehyde dehydrogenase, mitochondria, muscles, man 1991. 

cDNA, alkaline phosphatase, intestine, adults, man 4095. 

cDNA, alleles polymorphism, histocompatibility locus HLA DR2 region, man 3085. 

cDNA, rae oxidase genes, amino acid sequence predictions, kidney, pigs 
55. 

cDNA, 5-aminolevulinate synthase, man 6042. 

cDNA, 5-aminolevulinate synthase, spleen, liver, mice 1983. 

cDNA, AMP deaminase genes, amino acid sequence predictions, rats 8130. 

cDNA, AMP protein kinase characterization, expression, regulation subunits, 
Dictyostelium 10004. 

cDNA, amyloid peptides, brain, man 3087. 

cDNA, androgens binding proteins, rats 1964. 

cDNA, antigen p150,95, complement receptors type 3, lymphocytes function 
association antigens, man 214. 

cDNA, antigens, rhoptries, Plasmodium falciparum 6191. 

cDNA, antigens 4F2 heavy chains, man 3345. 

cDNA, «2-antiplasmin, man 208. 

cDNA, apoaequorin, Aequorea victoria 2518. 

Ore ees tant genes, amino acid sequence predictions, Manduca sexta 

cDNA, apolipoprotein A-I genes, amino acid sequence predictions, chickens 4977. 

cDNA, apolipoprotein A-| genes, amino acid sequence predictions, chickens, 
evolutionary genetics 5862. 

cDNA, apolipoprotein B-100 genes B-74 region, man 4870. 

cDNA, apolipoprotein B-100, man 909. 

cDNA, arginase, liver, man 2491. 

cDNA, arginase, liver, rats 1986. 

cDNA, arginine containing proteins, nuclear polyhedrosis virus, Autographa 
californica isolates 2765. 

cDNA, asialoglycoproteins receptors components protein, rats 1954. 

cDNA, rtate-ammonia ligase, fibroblasts, man 3998. 

cDNA, ATP pyrophosphatase proteolipids subunits 9, mitochondria, liver, man 1914. 

cDNA, atrial natriuretic factor, hypothalamus, rats 2219. 

cDNA, avidin, oviduct, chickens 4144. 

cDNA, Band 4.1 protein, erythrocytes, man 3891. 

cDNA, BC1 RNA, brain, rats 6166. 

cDNA, bindin, testes, Strongylocentrotus purpuratus 1722. 

cDNA, biotin-binding protein, leaves, Lycopersicon esculentum 1990. 

cDNA, bisphosphoglycerate phosphatase, reticulocytes, rabbits 1935. 

cDNA, CAIll gene, carbonate dehydratase genes, muscles, man 6179. 

cDNA, calcium-binding protein, intestine, chickens 1823. 

cDNA, calcium-binding protein, intestine, rats 3052. 

cDNA, calmodulin binding fusion proteins, brain, mice 2909. 

cDNA, calmodulin, brain, rats 2973. 2 

cDNA, calmodulin-binding protein genes, amino acid sequence predictions, mice 
7084. 

cDNA, calpain, inhibitors, liver, rabbits 4008. 

cDNA, calsequestrin, skeletal muscle, neonates, rabbits 3880. 

cDNA, carbonate dehydratase, retina, chickens 4186. 

cDNA, carboxylesterase, Drosophila melanogaster 1108. 

cDNA, carcinoembryonic antigen, colon tumors, man 1924. 

cDNA, carcinoembryonic antigen, man 1932. 

cDNA, carcinoembryonic antigen, man 6227. 

cDNA, cartilage matrix proteins, chickens 1833. 

cDNA, casein kinase subunits genes, amino acid sequence predictions, Drosophila 

melanogaster 4812. 

cDNA, catalase genes, kidney, man 8267. 

cDNA, cathepsin L, kidney, man 1956. 

cDNA, T-cell receptor a-chain, variable region, joining region, genes 
variability, lymphocytes T, man 3070. 

cDNA, cell surface proteins, merozoites, Plasmodium falciparum 2180. 

cDNA, cellulase, fruits, Persea americana 2882. 

cDNA, cerebellar degeneration-related protein, man 2218. 

cDNA, ceruloplasmin, man 288. 

cDNA, chitinase, Nicotiana tabacum 2307. 

cDNA, chloride peroxidase genes mRNA, amino acid sequence predictions, 
Caidariomyces fumago 2097. 

cDNA, cholesterol monooxygenase (side-chain-cleaving), adrenal gland, testes, man 
4074. 

cDNA, cholesteryl ester transfer protein, liver, man 5127. 

cDNA, cholinesterase, brain, man 3090. 

cDNA, cholinesterase;-Jiver, brain, fetuses, man 3092. 

cDNA, chondroitin/dermatan sulfate proteoglycans core protein, fibroblasts, man 
2021. é 

cDNA, chymotrypsin inhibitor-2, endosperm, Hordeum vulgare 4173. 

cDNA, clathrin light chains, liver, brain, rats 1907. 

cDNA clones, follicle-stimulating hormone subunits precursors, pigs 7026. 

cDNA clones isolation, nitrite reductase, induction nitrate, Spinacea oleracea 
10232. 

cDNA, cloning, seen ee factor, complement, man 1997. 

cDNA, cloning, metallothionein, chickens 6100. 

cDNA, cloning, milk-clotting enzymes, Rhizomucor miehei 1846. 

cDNA, cloning, monoclonal antibodies, creatine kinase inhibition, hybridoma 5183. 

cDNA, cloning, peptide synthesis, spasmolytic polypeptide homology secretory 
proteins, skin, Xenopus laevis 10364. 

cDNA, cloning, transforming growth factor-B, monkeys cell lines 2888. 

cDNA, clotting proteins SVP-1, epithelium, seminal vesicle, guinea-pigs 4108. 

cDNA, coagulation factor XII, man 4107. 

cDNA, collagen genes, amino acid sequence predictions, man 4988. 

cDNA, «2-collagen type IV, man 4329. 

cDNA, «1-collagen type IV, mice 1968. 

cDNA, collagenase, stromelysin, man 263. 

cDNA, comparison, Duchenne's muscular dystrophy genes, mice, man 4079. 

cDNA, comparison, placenta alkaline phosphatase, small intestine alkaline 
phosphatase, man 261. 

cDNA, complement component Cir precursors, liver, man 1063. 

cDNA, complement component C4 alleles, homology, sex-limited protein, mice 1023. 

cDNA, complement component C4-binding protein genes, amino acid sequence 
predictions, mice 5826. 

cDNA, complement component C5, liver, mice 1880. 

cDNA, complement component C8 8 subunit genes, amino acid sequence 
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Nucleotide sequence, (continued) 

predictions, man 5827. 

cDNA, complement component C8 a-subunit genes, amino acid sequence 
predictions, man 5828. 

cao complement component C8 genes, amino acid sequence predictions, liver, man 


cDNA, conservation, GP185 gene, Plasmodium falciparum 1397. 

cDNA, zinc superoxide dismutase, Drosophila melanogaster 7027. 

cDNA, corticosteroid-binding globulin, lung, liver, man 2876. 

cDNA, creatine kinase B, brain, mice 2767. 

cDNA, creatine kinase B subunit, man 6146. 

cDNA, creatine kinase isoenzyme B, man 257. 

cDNA, crystallin genes, amino acid sequence predictions, computer applications, 
eye lens, Rana temporaria 5881. 

cDNA, ctla-4 gene, cytolysis lymphocytes T, mice 3080. 

cDNA, cyclin, man 1951. 

cDNA, cyclophilin, cell lines, lymphocytes T, leukemia, man 221. 

cDNA, cyclophilin genes, rats 9108. 

cDNA, cystatin C precursors, man 4076. 

cDNA, cytochrome c, copper (Il) deficiency cells, Chlamydomonas reinhardtii 2111. 

cDNA, cytochrome P450 gene families, liver, rats 5372. 

cDNA, cytochrome P450 genes, amino acid sequence predictions, man 5877. 

cDNA, cytochrome P450 genes, man 6057. 

cDNA, cytochrome P450, mitochondria, adrenal cortex, cattle 4021. 

cDNA, cytochrome P450 S-mephenytoin 4-hydroxylase, liver, man 1900. 

cDNA, cytochrome P450 varieties, liver, rabbits 1972. 

cDNA, cytochrome P450c17, testes, adrenal gland, man 1978. 

cDNA, cytochrome-b5 reductase, placenta, liver, man 4035. 

cDNA, cytochrome-c oxidase genes, amino acid sequence predictions, rats 8126. 

cDNA, cytomegalovirus (human) inverted repeat, early region genes, amino acid 
sequence predictions 227. 

cDNA, debrisoquine 4-hydroxylase, liver, rats 2918. 

cDNA, dermorphin, skin, Phyllomedusa sauvagei 4064. 

cDNA, Dfd Gere. Drosophila 1113. 

cDNA, dihydrolipoamide dehydrogenase, Saccharomyces cerevisiae 7031. 

cDNA, dihydropteridine reductase, liver, man 2976. 

cDNA, DNA nucleotidylexotransferase, cells, leukemia, lymphocytes T, man 2494. 

cDNA, DNA-binding protein c-jun gene, amino acid sequence predictions, 
transcription factor AP-1 relationship, man 5858. 

cDNA, docking protein, man 6107. 

cDNA, dorsal gene, embryos, Drosophila 3099. 

cDNA, double-stranded RNA segments, phage 06 6801. 

cDNA, Dsrc28C gene, Drosophila melanogaster 256. 

cDNA, dunce gene, Drosophila melanogaster 1072. 

cDNA, egg shells pees eggs, females, Fasciola hepatica 2940. 

cDNA, elastase inhibitor genes, amino acid sequence predictions, cervix, man 
5889. 

cDNA, elastin forms, ligaments, cattle 1977. 

cDNA, En-1 gene, En-2 gene, mice 1905. 

cDNA, endoplasmic reticulum membrane proteins ERp99, mice 3885. 

cDNA, endoplasmin, mice 218. 

cDNA, endozepine, cattle, man 204. 

cDNA, enoyl-CoA hydratase genes, amino acid sequence predictions, peroxisomes, 
liver, rats 5885. 

cDNA, entactin, rats 3894. 

cDNA, epidermal growth factor like proteins, Strongylocentrotus purpuratus 2349. 

cDNA, epoxide hydrolase, microsomes, liver, man 4027. 

cDNA, erg gene, colon cell lines, man 4164. 

cDNA, erg2 gene, colon cell lines, man 1943. 

cDNA, hropoietin, kidney, monkeys 2487. 

cDNA, ethylene related mRNA, leaves wounding, fruits ripening, Lycopersicon 
esculentum 1674. 

cDNA, exons, f@ antigen invariant chain, histocompatibility locus HLA, man 1010. 

cDNA, fatty acid-binding protein genes, amino acid sequence predictions, 


et greet: fats 5851. 
cDNA, —. synthase C-terminus domains, rats 4131. 
cDNA, ferritin H-subunit, chickens 5967. 

cDNA, c-fos gene, amino acid sequence predictions, rats 5883. 

cDNA, c-fos gene, chickens 7291. 

CDNA, fructose-bisphosphate aldolase, brain, rats 4273. 

cDNA, fructose-bisphosphate aldolase variants, fibroblasts, man 5158. 

cDNA, gap junction protein, liver, rats 1929. 

cDNA, gastric inhibitory peptide genes, amino acid sequence predictions, man 


cDNA, gene 4, rotavirus (bovine) C486 2968. 

cDNA, genes, cytotoxic bint he T, homology, fibrinogen, man 1993. 

ON. penne: histocompatibility locus RLA DQa. region class || molecules, 
rabbits 1061. 

cDNA, genes, Na* /K*-transporting ATPase B-subunit, man 4163. 

cDNA, genes, neurofilaments medium subunit, man 2932. 

cDNA, genes, nucleocapsids, matrix proteins, coronavirus (bovine) 2053. 

cDNA, genes, proteins domains, sporozoites, Plasmodium falciparum 3974. 

cDNA, genes, thrombomodulin, man 4104. 

cDNA, genomes, coxsackievirus B3 2202. 

cDNA, glucocerebrosidase, chronic myeloid leukemia cell lines, man 5145. 

cDNA, sepals receptors, prostate, rats 6027. 

cDNA, Glued gene, Drosophila melanogaster 3103. 

cDNA, glutamate decarboxylase, brain, cats 3908. 

cDNA, glutamate-ammonia ligase, liver, man 4048. 

cDNA, glutathione peroxidase active sites, man 7124. 

cDNA, glutathione peroxidase genes, man 6054. 

cDNA, glutathione peroxidase, liver, man 4001. 

cDNA, glutathione transferase gene families, Zea mays 6262. 

cDNA, glutathione transferase Ha-2 subunit, liver, man 6140, 

cDNA, glutelin genes, amino acid sequence predictions, seeds, Oryza sativa 8114. 

cDNA, glutelin, Oryza sativa 1908. 

atts jh pear ree SPRCe ph ate dehydrogenase, cytoplasm, chloroplasts, Sinapis 
alba 307. 

cDNA, glyceraldehyde-3-phosphate dehydrogenase, cytosol, Hordeum vulgare 4036, 

cDNA, aie methyltransferase genes, amino acid sequence predictions, liver, 
rats ' 

cDNA, glycine receptors, strychnine binding subunits, rats 3124. 

cDNA, glycophorin B, erythroleukemia cell lines, man 4161. 

cDNA, glycoprotein Ib a-chain, membrane proteins, platelets, erythroleukemia 
cell lines, man 3889. 

cDNA, glycoproteins genes, amino acid sequence predictions, infectious 
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Nucleotide sequence, (continued 


hematopoietic necrosis virus 17, 
cDNA, growth hormone-regulated protein, hi 
cDNA, GTP-binding protein genes, amino sequence predictions, olfactory — 
epithelium, rats 7038. | 
cDNA, guanine nucleotide repeeiry protein genes, amino acid sequence 
predictions, HL60 cells 5852. 
cDNA, guanine nucleotide-binding protein a-subunit, cerebrum, cattle 4056. 
cDNA, guanine nucleotide-binding protein B-subunit, tissues, man, cattle i 
4005. 


cDNA, guanine nucleotide-binding protein gene families, pituitary, cattle 1953. 

cDNA, guanine nucleotide-binding protein ai-subunit, brain, man 2178. 

cDNA, guanine nucleotide-binding protein, retina, cattle 2998. 

cDNA, HCK gene, man 247. 

cDNA, heat shock proteins, man 1918. 

cDNA, heat shock 2-48B locus, Drosophila hydei 4804. ; J 

cDNA, hepatitis A virus attenuation, amino acid sequence predictions 3131. 

cDNA, high mobility group protein 1 mRNA, CHO cells 6813. 

cDNA, high mobility group protein 1, rats 5954. 

cDNA, high mobility group protein 17, chickens 3108. 

cDNA, histidine ri Poa nes, Plasmodium falciparum 3881. 

cDNA, histidine-tRNA ligase, hamsters, man 2492. 

cDNA, histocompatibility antigen HLA DRw10 region, man 7264. 

cDNA, histocompatibility locus HLA class | genes, man 8989. 

cDNA, histocompatibility locus HLA DR region, alleles variance, gene conversion, 
man 3065. f 

cDNA, histocompatibility locus RT1 Da region, diabetes mellitus, rats 7021. 

cDNA, histone H2A, Strongylocentrotus purpuratus 7161. 

cDNA, histone H2A variants, Tetrahymena 6044. 

cDNA, histone H2A.Z, rats, cattle, man 6199. mee os 

cDNA, histone H3.3B, 3-terminus polyadenylation sites localization, liver, 
chickens 4924. 3 

cDNA, homeobox containing genes, embryogenesis, Xenopus laevis 7178. 

cDNA, homeobox genes, embryos, man 1194. ; 

cDNA, homeobox identification, invected gene, Drosophila 1070. 

cDNA, homeobox Xhox-36 gene, embryos, Xenopus laevis 4352. f 

cDNA, homology, H* -transporting ATP synthase 6-subunit, nuclei, cells, 
cattle, man 5202. 


atocytes, rats 2865. y | 


cDNA, homology, ribosomal proteins mRNA, man, Saccharomyces cerevisiae 89739) 


cDNA, hordein, Hordeum vulgare 1919. ’ 

cDNA, Hox1.1 gene, homeotic genes, mice 2891. 

cDNA, a2-HS-glycoprotein, liver, man 2950. 

cDNA, hydrophobic proteins SP18, pulmonary surfactants, dogs 2146. 
cDNA, IGF-I, liver, man 4137. 

cDNA, IGF-II, hepatoma, liver, man 4984. 

cDNA, IGF-II, hypothalamus, man 5124. 

cDNA, immunoglobulin E-binding protein, leukemia cells, rats 3078. 


cDNA, immunoglobulins y chain, heavy chains, constant region, rats, homology [ 


mice 9971. 
cDNA, «1-inhibitor 3, liver, rats 4153. 
cDNA, insertion, «2-antiplasmin Enschede mutants, man 4012. 
cDNA, insulin-like growth factor | precursors, testes, rats 2845. 
cDNA, insulinoma genes, insulinoma cells, man, hamsters 4177. 
cDNA, isocitrate lyase, Ricinus communis 267. 
cDNA, isolation poly(A)-containing RNA, Y chromosome, testes, mice 8287. 
cDNA, isolectin 3, wheat germ agglutinins, Triticum durum 4086. 
cDNA, keratin 19, man 6060. 
cDNA, knobs proteins genes, Plasmodium falciparum 868. 
cDNA, L-lactate dehydrogenase isoenzymes, testes, man 3014. 
cDNA, lactogen Il, placenta, mice 1825. 
cDNA, laminin B1 chain, man 4052. 
cDNA, LecA gene, lectins, seeds, Pisum sativum 4958. 
cDNA, leghemoglobin |, Lupinus luteus 3109. 
cDNA, leghemoglobin III, nodules, Medicago sativa 4111. 


cDNA, leukotriene A4 hydrolase genes, amino acid sequence predictions, spleen, 2 


man 5844. 
cDNA, leukotriene A4 hydrolase, placenta, lung, man 3073. 
cDNA library construction, poly(A)-containing mRNA, Bacillus subtilis 48. 
cDNA, lipoprotein lipase, mammary gland, cattle 2947. 
cDNA, lipoprotein lipase, mice 4038. 
cDNA, liver cell adhesion molecule, chickens 1939. 
cDNA, loci, actin, Physarum polycephalum 9991. 
cDNA, lymphocytes B receptors, Epstein-Barr virus receptors, homology, compleme! 
compen C3b receptors, complement component C4b receptors, lymphocytes Bs 
cDNA, lymphocytes differentiation antigens Ly-3, lymphocytes T, mice 3077. 
cDNA, lymphocytes T, T-cell receptor variable region genes, man 5971. 
cDNA, magainins precursors, skin, Xenopus laevis 5006. 
cDNA, manganese containing superoxide dismutase, rats 6046, 
cDNA, mannan binding proteins, liver, rats 245. 
cDNA, mannose-6-phosphate receptors, cattle 1966. 
cDNA, mannose-6-phosphate receptors, cattle 1979. 
cDNA, mannose-6-phosphate receptors, placenta, man 4200. 
cDNA, MCH gene, fatty-acid synthase, mammary gland, rats 1917. 
cDNA, medullasin, acute promyeloid leukemia cell lines, man 3076. 
cDNA, membrane metallo-endopeptidase, kidney, rabbits 3893. 
cDNA, membrane metallo-endopeptidase, rats 1075. 


cDNA, membrane proteins genes, amino acid sequence predictions, transmissible 


jastroenteritis virus 694. 
cDNA, membrane proteins genes mRNA, amino acid sequence predictions, Ne' 
disease virus 68. 
cDNA, MET gene, osteogenic sarcoma cell lines, man 4114. 


cDNA, mice immunoglobulin E-binding protein, restriction endonuclease mapping, i 


heteroduplex analysis, comparison, intracisternal A-particles genes 5822. 


cDNA, monopheno! monooxygenase genes, amino acid sequence predictions, albinis'?! 


loci, mice 5891. 


cDNA, motilin precursors genes, amino acid sequence predictions, intestine, man 


8141, 
cDNA, mRNA, B-actin, mice 3753. 
cDNA, mRNA, tating! B-48, intestine, man 3744. 
cDNA, mRNA, cloning, pro-opiomelanocortin, pigs 3752. 
cDNA, mRNA, granulocyte-macrophage colony-stimulating factor, man 5998. 
cDNA, mRNA levels, dimethylallyltranstransferase, cholesterol regulation, 
enzymes, liver, rats 6224. 


cDNA, mRNA levels, membrane proteins gene expression, Trypanosoma brucei 12417 


cDNA, mRNA, subtractive hybridization, homology, gro gene, CHO cells, regulatio 


rotein, brain, rats 1885. 
129 variable region heavy chains, light chains, dextran 


chain kinase, gizzard, chickens 1903. 

chains, Aequipecten irradians 4044. 

chains, fibroblasts, gizzard, chickens 4015. 

chains genes, amino acid sequence predictions, chick embryos 


, Drosophila melanogaster 1106. 
in none een Deaboticignentie. chickens 6226. 
PH-cytochrome P-450 reductase, liver, rabbits 271. 
A vee /K™ tran: ing ATPase «-subunit, brain, rats mora 
growth factor receptors, pheochro: loma cells, rats 1473. 
Seal cell Rorelues molecule, Chickens 235" 
neural cell adhesion molecule, mice 240. 
neurite promoting factor, glioma cells, man 2901. 
neuropeptide Y genes, amino acid sequence predictions, rats 7040. 
Neuropeptide Y precursors, rats 1077. 
neurotensin+neuromedin N precursors, enteric mucosa, dogs 1826. 
NA, neutralization proteins age amino acid sequence predictions, bluetongue 
us antigenic variants 811 
nicotinic acetylcholine receptors -y-subunit precursors, muscles cell 
BS, mice 3088, 
nodulin, Glycine max 2001. 
nucleolin, CHO cells 4157. 
A, nucieoplasmin, oocytes, Xenopus laevis 919. 
nucieoplasmin, oocytes, Xenopus laevis 2314. 
oncomodulin, hepatoma, rats 2170. 
open reading frames, capsid protein coding segments, mRNA, reovirus (human) 


ornithine carbamoyltransferase, deficient mutant, sparse fur mutation, mice 


A, ornithine decarboxylase, liver, man 3009. 
ovoinhibitor, oviduct, chickens 1982. 
S-oxoacyl-CoA thiolase, mitochondria, rats 4194. 
Pancreatic elastase |i precursors, pigs, man 2927. 
papain, Carica papaya 1988. 


os rset protein, hypersensitive response, tobacco mosaic virus 
e licotiana tabacum 7091. 
a i genes, amino acid sequence predictions, gastric mucosa, rats 


aipepide YY genes, amino acid sequence predictions, pancreas, rats 8129. 
peroxidase genes, amino acid sequence predictions, Nicotiana tabacum 5893. 
peroxidase, thyroid, man 7295. 
~ smal Proteins, cloning, comparison, catalase, Candida tropicalis 
phosphate-carrier protein precursors, mitochondria, cattle 4185. 
idyicholine-sterol acyltransferase genes, amino acid sequence 
edictions, hypercholesterolemia, man 5872. ‘ 
phosphoenolpyruvate carboxykinase (GTP), head, Drosophila melanogaster 


097. 
1A, 6-phosphotructo-2-kinase + fructose-2,6-bisphosphatase genes, amino acid 
2quence predictions, liver, rats 5850. 
inase genes, amino acid sequence predictions, skeletal 
e, man 8142. 


phicephoglycerate kinase, X chromosome linked, mice 1942. 
or os lycerate mutase subunits genes, amino acid sequence predictions, 
tan 1 
> retiree vss muscle, dogs 4 296. 
1A, phospholam| car muscle, Is 4937. 
a Phospholipase A2, pancreas, cattle 
porlA, phospholipase A2, venom, Laticauda eased 7057. 
mA, phosphoprotein type 2A, adrenal gland, cattle 2489. 
2 phosphorylase ave ‘y-subunit, muscles, mice 1947. 
; tlA, “Subunit, skeletal muscle, mice 5198. 
R stem races eat emi oleracea 4072. 
mill, phi rome, Cucurbita pepo 2158. 
ediA, plasminogen activator inhibitors, man 1915. 
malA, plasminogen, liver, man 4063. 
eA, platelet-derived growth factor A chain, endothelium cells, man 1913. 
tia, Poly(A)-binding protein, MRNA intracellular levels, man 7565, 
OA, “amma ripening, fruits, Lycopersicon esculentum 1955. 
jorphism, alleles, loci, immunoglobulins heavy chains joining region, 


ESS ASS BERS 


Yan 29 i 
ioe aA. polynucleotide adenylyl transferase, interferon induction, man 5549. 
IA, porphobilinogen deaminase isotypes, erythropoiesis cells, non 
iesis cells, man 4148. 
mBA, porphobilinogen synthase (ATP), man 1916. 
tla, Pot alten n synthase, liver, rats 4057. 
A, prepro-von Willebrand factor, man 1930. 
OtiA, preprocathepsin B, mice, man 1933. 
a mA, Ppreprolactin, sex differences, mice 300. 
A, preproparathyroid hormone, pigs, rats 3110. 
SIA, preprotachykinin, neostriatum, rats 854. 
aA, proa1(l) collagen C-terminus, man 6250. 
A, profilin, Saccharomyces cerevisiae 6037. 
IA, progesterone receptors, tumor cell lines, breast, man 234. 
progesterone receptors, vagina, uterus, rabbits 4085. 
JIA, prolactin like, placenta, Bos taurus 4143. 
d ots proliferating cell nuclear antigen, rats 250. 
iid \A, proline,2-oxoglutarate dioxygenase f-subunit, man 251. 
NWA, promoters, paca aa — a 0231. 
D/A, prostate specific antigens, man 
© /A, protamine P1, testes, cattle 924. 
(A, protamine Z1, testes, Scyiliorhinus caniculus 3882. 
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Nucleotide sequence, (continued) 


cDNA, protamine 2, spermatozoa, mice 237. 

cDNA, protein Em, embryos, Triticum aestivum 4139. 

cDNA, protein GAP-43, dorsal root ganglia, embryos, rats 2922. 

cDNA, protein GAP-43, neurons, brain, neonates, rats 1890. 

oN Leaer oh da) hamsters 216. 

inase, brain, rats 2944. 

SDNA’ ee kinase C, Drosophila melanogaster 1114. 

cDNA, protein kinase C genes, amino acid sequence predictions, brain, rats 7045. 

cDNA, protein kinase C genes, amino acid sequence predictions, spleen, man 8144. 

cDNA, protein kinase genes, amino acid sequence predictions, Dictyostelium 
discoideum 242. 

cDNA, protein kinase II subunits, brain, rats 1074. 

abe protein kinase subunits genes, amino acid sequence predictions, brain, rats 

cDNA, protein kinase subunits genes mRNA, amino acid sequence predictions, 
kidney, pigs 5676. 

cDNA, —- kinase type I! regulatory subunits, skeletal muscle rats, brain 
mice . 

cDNA, protein L3, lipid bodies, Zea mays 4011. 

cDNA, protein p11, mice, cattle 4006. 

cDNA, protein P31, rats 311. 

cDNA, protein p53, Xenopus laevis 286. 

cDNA, protein S genes, amino acid sequence predictions, man 8113. 

cDNA, protein S precursors, liver, man 1960. 

cDNA, protein 1B236 genes, brain, rats 2930. 

cDNA, protein-serine kinase, HeLa cells 1950. 

cDNA, protein-tyrosine kinase related gene expression, embryogenesis, Drosophila 
melanogaster 3098. 

cDNA, proteinase E genes, amino acid sequence predictions, pancreas, man 5848. 

Oe proteinase genes, amino acid sequence predictions, Schistosoma mansoni 

cDNA, proteinase genes, man 8925. 

cDNA, proteinase precursors, mucosa, mast cells, rats 1898. 

cDNA, prothymosin a, man 2309. 

cDNA, pelea Sarena ses ee protein, rats 1909. 

cDNA, pyruvate kinase isoenzymes genes, amino acid sequence predictions, rats 
8136. 

cDNA, pyruvate kinase L-type, liver, rats 4071. 

cDNA, p53 gene, transformed cells, fibroblasts, man 269. 

cDNA, rab3 gene, rab4 gene, rats 6241. 

cDNA, rbcs gene, ribulose-bisphosphate carboxylase small subunit, Zea mays 2884. 

cDNA, RCC1 gene, man 3505. 

cDNA, RD-114 virus+feline leukemia virus recombinants cloning 6078. 

cDNA, repeated sequence, identifier sequence, muscles, rats 74 

cDNA, ret gene, tumor cell lines, man 2214. 

cDNA, retinol-binding protein, rats 2942. 

cDNA, ribonucleoproteins, association, autoimmunity 2818. 

cDNA, ribonucleoproteins protein C, man 2052. 

cDNA, ribosomal protein L29 CYH2 gene, Neurospora crassa 6045. 

cDNA, ribosomal protein L31, liver, rats 4162. 

cDNA, ribosomal protein L5 genes, amino acid sequence predictions, rats 8116. 

cDNA, ribosomal protein L5 genes, amino acid sequence predictions, rats 8139. 

cDNA, ribosomal protein L7 genes, amino acid sequence predictions, rats 8117. 

cDNA, ribosomal protein S11, man 6238. 

cDNA, ribosomal protein S12 genes, amino acid sequence predictions, rats 8146. 

cDNA, ribosomal protein S6, mice 7098. 

cDNA, ribosomal protein S8, rats 5961. 

cDNA, ribosomal proteins, Droso al melanogaster 7004. 

cDNA, ribulose-bisphosphate carboxylase small subunit, Mesembryanthemum 
crystallinum 4029. 

cDNA, ribulose-bisphosphate carboxylase subunits, Helianthus annus 1999. 

cDNA, ribulose-bisphosphate carboxylase subunits, Lycopersicon esculentum 5940. 

cDNA, ricin, ricin+agglutinins hybrids, Ricinus communis 6237. 

cDNA, ripening proteins, Lycopersicon esculentum 6019. 

cDNA, RNA genomes, dengue virus 2 55. 

cDNA, RNA, genomes fragments, rotavirus (porcine) 5708. 

cDNA, RNA, open reading frames, gene mapping, coxsackievirus B1 1708. 

cDNA, secretogranin |, pheochromocytoma aells, man 4170. 

cDNA, secretory pens |, pituitary, cattle 2190. 

cDNA, serine carboxypeptidase genes, amino acid sequence predictions, Triticum 
aestivum 5897. 

cDNA, serine proteinase genes, bone marrow, man 6087. 

cDNA, serum amyloid P components, mice 4014. 

cDNA, sex hormone-binding globulin, liver, man 4026. 

cDNA, sex-limited protein, mice 4951. 

cDNA, sialidase genes heterogeneity, influenza virus 7841. 

cDNA, small surfaces domains chains, neural cell adhesion molecule, chickens 
2013. 

cDNA, spermatocytes glycoproteins genes, amino acid sequence predictions, 
epididymus, rats 5888. 

cDNA, spicule matrix protein, mesenchyme cells, embryos, Strongylocentrotus 
purpuratus 1901. 

cDNA, c-sre gene, brain, mice 2912. 

cDNA, steryl-sulfatase, man 542. 

cDNA, pel proteins genes RNA, amino acid sequence predictions, dengue 
virus 2 69. 

cDNA, structural proteins genes, tick-borne encephalitis virus 729. 

cDNA, superoxide dismutase, cytosol, liver, rats 4032. 

cDNA, superoxide dismutase, man 5974. 

cDNA, superoxide dismutase, placenta, man 4096. 

cDNA, superoxide dismutase 2, cytosol, Zea mays 1927. 

cDNA, surfactants associated proteolipids, lung, man 2902. 

cDNA, ee rats, man 7290. 

cDNA, Tamm-Horsfall glycoprotein, uromodulin, kidney, man 3074. 

cDNA, C-terminus, man 923. 

cDNA, thrombomodulin genes, localization, amino acid sequence predictions, man 
5853. 

cDNA, thrombospondin, endothelium cells, man 1948, 

cDNA, thrombospondin, respiratory syncytial virus 2951. 

cDNA, thymidine kinase, hamsters 4219. 

cDNA, thyroglobulin, thyroid, man 4138. 

cDNA, thyroid hormone-binding protein, endoplasmic reticulum, nuclear membranes, 
cells, man 4058. 

cDNA, thyroid hormone-binding protein, homology, protein disulfide-isomerase, 
prolyl-4-hydroxylase subunits, mice 6279. 
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Subject Index 
Nucleotide jiuence, (continued) Nucleotide sequence, Lge see! 
cDNA, thyroid hormones receptors, man 6104. find gene, plasmid R100, Escherichia coli 7121. 
cDNA, thyroxine binding globulins, man 1911. fis gene, DNA-binding protein, Hin protein, protein FIS, Escherichia coli 9022, 
CDNA, tissue factor, placenta, man 2910. flanking region, 5’-terminus, 3'-terminus, hsp70 gene, HeLa cells 4827. 
cDNA, pinta) gene families, immunoglobulins heavy chains variable region, lads pt , 5'-terminus, cell surface glycoproteins genes, Trypanosoma 
m rucel : 
cDNA, transcripts, Ultrabithorax gene bithoraxoid region, Drosophila melanogaster _ flanking region, cDNA, B-globin genes, us europeaeus 7194. 
745. flanking region, H* -transporting ATP ayotane subunits uncC gene, Escherichia 
cDNA, transition protein, spermatids, rats 1981. coli 
cDNA, transposon Ac, Zea mays 5674. flanking region, hemagglutinins sialidase genes, parainfluenza virus (human) 3 
cDNA, triacylglycerol lipase, liver, rats 4151. 6831. 
cDNA, tropomyosin, fibroblasts, man 222. flanking region, internal eliminated sequences, gene families, Oxytricha fallax _ 
cDNA, tropomyosin Il, muscles, Drosophila 190. 
cDNA, tropomyosin 4, fibroblasts, rats 4031. flanking region, M12 protein genes, Streptococcus group G, animal isolates, 
cDNA, trypsinogen genes, amino acid sequence predictions, rats 5857. Clinical isolates, homology, clinical isolates, Streptococcus lhc pete 4860. 
cDNA, tryptophan 5-monoxygenase, pineal body, rabbits 4167. flanking region, tRNA Glu genes, mitochondria, Trica aestivum 6256. La 
cDNA, tumor necrosis factor-B genes, mice 2915. FLP gene mutation mapped, U sarspaoand Saccharomyces cerevisiae 338. y | 
cDNA, type IV, a2-collagen, «1-collagen, mice 4045. follicle-stimulating hormone FSHB gene, gene mapping, chromosome 11, man! 514g / 
cDNA, tyrosine 3-monooxygenase type 3, pheochromocytoma cells, man 4018. fructose-bisphosphate aldolase C genes, man 1904. y | 
cDNA, ubiquitin, corpus luteum, pigs 4097. fructose-bisphosphate aldolase cDNA, brain, mice 6004. ¥ 
cDNA, ubiquitin, liver, man 4873. suoeeone Oana aldolase genes, muscles, man 244. 
cDNA, ubiquitin, man 7131. ne, chloroplasts, Triticum aestivum 6274. ; 
cDNA, ubiquitin mRNA, spermatogenesis, fibroblasts, chickens 6095. gene, uracil transport protein, models, secondary structure, Saccharomyces: 
cDNA, uroporphyrinogen decarboxylase, rats, comparison, man 7136. commas 9951. , 
cDNA, variability, lymphocytes T, T-cell receptor, B chain, mice, man 5838. fusion protein genes, cloning, mumps virus 10109. , i 
cDNA, vasopressin genes, frameshift mutant, hypothalamus, rats 4905. fusion protein genes, role virulence, Newcastle disease virus 67. ah 
cDNA, vicilin, seeds, Vicia faba 5951. fusion protein MRNA, cDNA, rinderpest virus 9721. ah 
cDNA, vitronectin receptors a-subunit, fibroblasts cell lines, man 1922. fusion proteins genes, gene mapping, vaccinia virus 3053. i 
cDNA, vitronectin receptors, subunits genes cDNA, amino acid sequence predictions -galactosidase, genes, amino acid sequence, Staphylococcus aureus 2127. 
8147. 4-B-galactosyltransferase pe cDNA, mapping, liver, man 5086. 
cDNA, waxy gene mRNA splicing, transposon Ds excision, Zea mays 4656. galT gene, galE gene, galK gene, Streptomyces lividans 8180. ie 
cDNA, zein, glutelin, endosperm, Zea mays 184. geome genes, man 4896. i, 
cDNA, 176-hydroxysteroids glucuronosyltransterase, liver, rats 1967. DPmannose dehydrogenase algD gene, Pseudomonas aeruginosa 7191. 
domains, sr sequence, transforming activity, c-mos gene, man 6379. gel reading, computer applications 1 
double-stranded RNA, 3'-terminus, 5'-terminus, barley stripe mosaic virus 3729. L gene, 5'-terminus, cloning, RNA, genomes, measles virus 6825. { 
double-stranded RNA’ segments, RNA-directed RNA polymerase, infectious bursitis we cloning, gene expression, thymidylate synthase genes, Lactobacillus casei i} | 
virus 6785. 25. 
double-stranded satellite RNA, melting, gel electrophoresis, temperature Q gene, cloning, phage 82 2823. 
gradients, cucumber mosaic virus variants 6815. gene expression, lymphocytes T suppressor cells receptors, genes, a chain, 
dsdC gene, D-serine dehydratase activators proteins, Escherichia coli 8179. suppressor cells specificity, lymphocytes T hybridoma 2840. 
Duchenne’s muscular dystrophy, Becker's muscular dystrophy, genes, reviews, man gene expression, mandelate racemase, cloning, Pseudomonas putida, Escherichia 
4620. coli 9026. 
early region DNA, adenovirus (human) 40 10096. gene expression, Paracoccus denitrificans, cytochrome-c oxidase, subunits oe 
early region genes, A2b gene, adenovirus (human) 12 246. B gene, interleukin 1, man 984. 
early region genes, inverted repeat, adenovirus (human) 41 10230. gene mapping, epidermal growth factor like growth factors genes, myxoma virus 
early Os al genes, nuclear polyhedrosis virus, Autographa californica isolates 900. 
10234. 3/10 gene, mice 220. { 
early region promoters regions mapping, RNA biosynthesis, in vitro, adenovirus L gene, Newcastle disease virus 2678. { 
9792. t gene, phage T4 2217. ‘ 
elastin genes 3'-terminus, man 1824. gene regulation, pst-cath genes, cyclic AMP control, Dictyostelium 10003. i 
endo-1,4-B-xylanase xynB gene, xylan 1,4-B-xylosidase xynA gene, Bacillus gene sspE, cloning, gene mapping, protein -y, Bacillus subtilis 3013. 
pumilus 3859. «37 gene, subunit structure, DNA-directed RNA polymerase, Bacillus subtilis } 
endodeoxyribonuclease Hindill cleavage regions, glycoprotein G genes, US gene, 8942. ; 
gene mapping, herpes simplex virus 2 2008. gene 1, phage 17, ribosomes misreading, rspL gene mutation, Escherichia coli 90 
en nous retrovirus like, long terminal repeat, detection, tRNA Pro probes, gene 19, tails structural proteins, phage T4 7242. 
HeLa cells 6117. gene 38, tails proteins, phages 10237. 
8-endotoxin genes, Bacillus thuringiensis israelensis 2768. gene 5, amino acid sequence predictions, gene expression, mouse hepatitis virus 
8-endotoxin genes, Bacillus thuringiensis israelensis 7049. 64. 
enhancers, localization, introns, a-collagen type ! genes, mice 5005. gene 519, cDNA, lymphocytes T cell lines, man 2822. i 
enoyl-CoA hydratase 3-hydroxyacyl-CoA dehydrogenase genes, bifunctionalenzymes, genes, a-amylase, maltohexaose production, Bacillus 9031. l 
fats 4124. genes 5'-terminus flanking region, reviews, plants 4610. 
enterotoxins entA gene, Streptococcus pyogenes 8171. genes, anti gens, Mycobacterium leprae 7010. bh 
env gene, cloning, human immunodeficiency virus 1, clinical isolates, Zaire 8720. genes, ATP pyrophosphatase, subunit structure, outer membranes, Sulfolobus } 
ne, long terminal repeat, human immunodeficiency virus, homology, snRNA U1, acidocaldarius 9970. ’ 
snRNA U2, man 6818. genes, azurin signal peptides, Pseudomonas pe carr 167. l 
env gene, mutation, antigenic variants, equine infectious anemia virus, genes, bifunctional enzymes, aminoglycoside N°'-acetyltransferase, 4 
comparison, human immunodeficiency virus 6822. 2". Rapin opted phosphotransferase, Streptococcus faecalis 4823. ti 
envelopes env gene, restriction endonuclease m: nap cDNA, human genes, cDNA, clones, cell walls like proteins, tissues development, cell culture, ph 
immunodeficiency virus, clinical isolates, Zaire 7: Glycine max 4142. i 
envelopes proteins env gene, proviruses, human igranodeicerey virus 9853. cea, cDNA, collagen type |X proteoglycans, glycosaminoglycans attachment siteti ?* 
envelopes proteins genes, Murray Valley encephalitis virus 10108. chickens 2989. | 
envelopes proteins genes, Newcastle disease virus 10172. genes, cDNA, renin, kidney, rats 4156. a 
eosinophil differentiation factor genes, man 3079. genes, cDNA, a1-collagen type XII, fibroblasts, tendons, chickens 4979. ah 
ERCC-1 gene, DNA repair, man 5981. vents: cea gene, replication origin, plasmids, plasmid pKY-1, Shigella sonnei i 
estrogens responsive elements, vitellogenin A2 gene, Xenopus laevis 6516. 146, | 
ethylene biosynthesis GTOMA gene, Lycopersicon esculentum 5956. genes, cellulase, cellulose 1,4-8-cellobiosidase, Cellulomonas fimi 1835. | 
eve gene, Drosophila 1111. genes, chlorophyll a/b-binding protein, Arabidopsis thaliana 4016. , 
eve gene, homeobox, Drosophila 1271. genes, cloning, enhancement extracellular proteinase secretion, Bacillus 4 
evolution, rRNA 5S, ribosomes 9722. licheniformis 10155. ! 
evolutionary genetics, histocompatibility locus HLA, DR7 region, DRwW53 region, genes, coat protein, proteinA, phage fr 2232. p 
association, B-chain genes, man 2824. genes, deoxyribonuclease Ddel, DNA methylase, cloning, restriction-modification, "| | 
exons, 5'-terminus flanking region, albumin genes, Xenopus laevis 7215. Escherichia coli 7030. \ 
exons, CDNA, interleukin 1 genes, mice 997. genes, DNA fragments, cell surface proteins, merozoites, Plasmodium falciparum \@) ! 
exons, cloning, histocompatibility locus HLA A region, A11 gene, A3 gene, man 6051. F | 
2977. genes, elastin, aorta, man 4145. \ 
exons, fibronectin genes, man 6230. genes, envelopes proteins, parainfluenza virus 3 6784. 
exons, flanking region, 5'-terminus, B gene, A gene, vitellogenin, Locusta genes, glycoproteins, nonstructural proteins, RNA genomes segments, rotavirus) | 
migratoria 1892. (bovine) 5707. | 
exons, introns, 3'-terminus, procollagen genes, man 5002. genes, granulocyte colony-stimulating factor, leukocytes (granulocytic), mice A) 
exons, introns, cDNA, viteliogenin ge nes, Xenopus laevis 7152. 3056. a 
exons, introns, ornithine carbamoyltransferase genes, mice 7204. genes, H*-transporting ATP synthase subunits, chloroplasts, Pisum sativum | 
exons, introns, pseudogenes, uote families, a-globin, man 4094. 4113. i 
exons, introns, mpl 16 locus, chloroplasts, Zea mays 7172. genes, histocompatibility locus HLA A32 region, man 2935. a 
exons, promoters, flanking region, 5’-terminus, interleukin 4 genes, man 6089. genes, immediate early region, association virulence, macrophages, herpes simp i 
exons, transcription units, CDNA, mRNA, genomes, Epstein-Barr virus 2658. virus 1 9968. 
exons, troponin | genes, chickens 4776. genes, immunoglobulins variable region «-chain, gene expression, man 995. ie 
fabA yore: 3-hydroxydecanoyl-[acyl-carrier-protein] dehydratase amino genes, immunoglobulins variable region, heavy chains, « chain, it 
acid sequence, active sites, transposon Tn1000, Escherichia coli 9064. p-azop! il obey immunization, lymphocytes B, mice 2911. ) 
F factor, partition, incompatibility 10449. genes, mitochondria DNA, Paracentrotus lividus 233. 
fdhF gene, gene expression, selenium, Escherichia coli 9163. genes, monoclonal antibodies heavy chains light chains, specificity, reovirus 3 | 
c-fes/fps gene 5'-terminus, fur gene 3'-terminus, cats, man 6260. ge poled 5843. 
c-fgr gene 5'-terminus, lymphocytes B cell lines, man 2210. genes, P protein, M protein, histidine permease operons, Escherichia coli, 
fibronectin genes 5'-terminus flanking region, man 4934. comparison, Salmonella typhimurium 5952. 1 | 
fibronectin receptors cDNA, osteosarcoma cell lines, man 8152. genes, eva Sorat association, lipoproteins, Escherichia coli 7304. | 
fii gene clusters, Escherichia coli 2781. genes, protein G, immunoglobulin G receptors, Streptococcus 7279. 
fim gene, pili length, adhesion, Escherichia coli 10265. genes, protein XP55, Streptomyces lividans 949. |G 
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otide sequence, (continued 
acco tiepreapneme xylase subunits, chloroplasts, Pisum sativum 
es, RNA, brain specificity, mice 6273. 
ene tke toxin |, Shiga-like toxin Il, cloning, phage 933W, Escherichia 
spleen proteinase inhibitors, pancreas trypsin inhibitors, cattle 226. 
structural proteins, p! roteins, cytomegalovirus (human) 9956. 
surfaces proteins antigens, Rickettsia rickettsli 1989. 
tumor necrosis factor-a, tumor necrosis factor-8, mice 5991. 
etic element e14 attachment site, Escherichia coli 9150. 
etic variance, genes, hemagglutinins, fusion protein, sialidase, Newcastle 
se virus 7095. 
variance, genes, hemagglutinins, nonstructural proteins, clinical 
ates, influenza virus 10116. 
es, chloramphenicol antibiotic resistance plasmids, Corynebacterium xerosis 


es fragments, proteins precursors, shells, Schistosoma mansoni 7203. 
es, hepatitis B virus, animal isolates, Pan troglodytes 9166. 
es, human immunodeficiency virus 2681. 
reading frames, papilloma virus (bovine) 4 2813. 
BS, id p. , Brevibacterium lactofermentum 303. 
es, research programs, man 3€30. 
dular kallikrein genes, mice 5144. 
obin genes, cloning, larvae, Xenopus tropicalis 6006. 
obin genes complex, association, pseudogenes, [2-globin genes 
terminus, HTF islands, embryos, man 5988. 
obin genes, fetuses, Pongo pygmaeus 4954. 
obin , larvae, Xenopus tropicalis 7190, 
VIIB genes, Chironomus thummi 7028. 
can 1,4-a-glucosidase, GLU1 gene, Saccharomycopsis fibuligera 2164. 
cosidase abg gene, cloning, Agrobacterium 7332. 
jlucosidase genes, cloning, Kluyveromyces fragilis 1848. 
ate-ammonia ligase genes, Salmonella typhimurium 2893. 
monia ligase ginA gene, promoters, Clostridium acetobutylicum 8178. 
athione transferase Ya subunit genes, liver, rats 6175. 
-fich proteins cDNA, submandibular gland, rats 2173. 
@ceraidehyde-phosphate dehydrogenase pseudogenes, man 236. 
coproteins, antitumor antibiotics, genes, Streptococcus pyogenes 10498. 
gene, 5’-terminus, Escherichia coli, Salmonella typhimurium 8170. 
gene, ications unidirectional deletion mutagenesis methodology, 
scherichia coli 182. 
th hormone mRNA variants, cattle 1665. 
th hormone mRNA variants, pituitary, man 4667. 
ti appales receptors cDNA, homology serum growth hormone-binding protein, 
= P78 gene, exons, promoters, rats 5130. 
gene, dextransucrase, Streptococcus mutans 9007. 
gvpC, gene regulation, development, gases vesicles, Calothrix 9856. 
transporting ATP synthase, B-subunit, e-subunit, genes, clusters, 
oropiasts, Ipomoea batatas 5032. 
transporting ATP synthase genes, mitochondria, nuclear mutants, 
accharomyces cerevisiae 7070. 
transporting ATP synthase subunit 6 genes, rearrangement, deletion, 
toplasmic male sterility type T revertants, Zea mays 4916. 
S gene 5'-terminus flanking region, thyroid cell lines, rats 6205. 
virus RNA, gene mapping, amino acid sequence predictions 1685. 
e, Drosophila 188. 
gene, leukocytes (granulocytic), man 243. 
it shock proteins genes, Mycobacterium tuberculosis, homology, dnaJ gene, 
= escherichia coli 7050. 
Sit shock proteins hsc70 gene, pseudogenes, man 6102. 
tinins genes, hemagglutination deficient mutant, parvovirus (canine) 


te 
be 


agg 
065. 


whe: tinins sialidase genes, clinical isolates, parainfluenza virus 3 6786. 

“fnagglutinins sialidase genes, mumps virus 10176. Q 

myoes simplex virus 1 DNA, thymidine kinase genes transformation 3374. 
#erodisperse RNA, human immunodeficiency virus infected lymphocytes T, man 

~ 1719. 

¥eroduplex analysis, restriction endonuclease mapping, hypoxanthine 


v0 osphoribosyitransferase genes, man 3853. 
= "2rogeneity, repeated sequence, gene families, cloning, man 4065. 
2rogeneity, satellite DNA, centromeres, L cells, mice 6286. 


© YA gene, Streptococcus pneumoniae, homology mutS gene, Escherichia coli, 
salmonella typhimurium 8159. 
exosaminidase a chain genes, man 4978. 
4) mobility group protein 1 ACP2 gene, cloning, Saccharomyces cerevisiae 7228. 
#3 gene, hom effects on gene conversion, plasmids, Saccharomyces 
“ferevisiae 9984. 
4 gene, tyrA gene, aroE gene, Bacillus subtilis 159. 
Bono compatibility locus H-2 class | molecules genes, cDNA, mice 3059. 
"=| ocompatibility locus H-2 E region, Ew28 gene, mice 2851. : 
Pijocompatibility locus H-2 I-A region, DNA-binding protein binding, mice 9574. 
"= ocompatibility locus H-2 I-A region, mutants, mice 3058. 
“} ocompatibility locus H-2, K region, mutation, mice 7105. 
‘}ocompatibility locus H-2, L region, promoters, transfection, mice 2808. _ 
“socompatibility locus H-2, Qa region, Tla region, T2A gene, characterization 
* 194. 
“Focompatibility locus HLA A region, B region, C region, man 5842. 
*©) ocompatibility locus HLA, complement component C2, factor B, man 5840. 
‘ocompatibility locus HLA D region, man 5841, ae 
ocompatibility locus HLA, DO region, man, characterization 2875. 
ocompatibility locus HLA DQ region B-chain genes, man 1027. 
jocompatibility locus HLA DQ region cDNA, recombination, man 4799. 
‘ocompatibility locus HLA DR1 region, cDNA, polymorphism, ethnic groups 8983. 
‘> one H1 genes, hybridization, repeated sequence, ducks, comparison, chickens 
068. 
one H2B gene families, chickens 8921. 
> one H2B-1 genes, spermatozoa, Strongylocentrotus purpuratus 4055. 
fone H3 genes, computer applications, eukaryotes 4195. 
‘one H3 genes, mice 4199. 
‘one H3 genes, Zea mays 4833. ‘ ; . 
_©one H4 gene families, codons use, flanking region, Tetrahymena thermophila 


‘one H4 genes, cloning, Physarum polycephalum 7074. 
“ones genes, evolution, Strongylocentrotus purpuratus 8205. 
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Nucleotide sequence, (continued) 

homeobox genes, mice 5154. 

homeotic genes genes loci, Tribolium castaneum 1116. 

codes 5'-terminus, serum protein 1 genes, larvae, Drosophila melanogaster 

7. 

homology, closed circular DNA, CHO cells 4193. 

homology, closed circular DNA, plasmids, mitochondria, Vicia faba 5014. 

homology, genes, tRNA Pro, tRNA Trp, mitochondria, chloroplasts, Triticum 
aestivum 4930. 

homology, glutathione transferase Ya subunit, genes mice, 3'-terminus exons rats 
2955, 


homology, herpes simplex virus 1, ribosomes DNA, man 2019. 

homology, iivGMEDA locus mRNA leaders, tRNA Leu, Klebsiella aerogenes, Salmonella 
typhimurium, Escherichia coli 2168. 

homology, ILV1 gene, Saccharomyces carlsbergensis 2094. 

homology Kr gene Drosophila, DNA, clones, genomes, mice 4084. 

homology, pseudogenes, genes, adenine phosphoribosyl, mice 6069. 

homology, rRNA 5S, Beta vulgaris, Brassica napus 4664. 

homology v-raf gene mice, Draf-1 locus, Drosophila melanogaster 264. 

homoserine dehydrogenase thrA gene, Brevibacterium lactofermentum 6030. 

homoserine kinase thrB gene, Brevibacterium lactofermentum 2980. 

Hox 1.3 gene, mice 1268. 

hsc73 gene, rats 4894. 

hst Leal Brags asinge) transformation, homology, growth factors, carcinogenesis, 
mice fs 

hybridization analysis, a-interferon cDNA, Burkitt's lymphoma cell lines 986. 

hybridization analysis, DNA open reading frame, Y chromosome, testes, man 7225. 

hybridization analysis, immunoglobulins light chains variable region genes, 

azophenylarsonate antibodies, strains, mice 2874. 

hybridization analysis, point mutation, antithrombin Ill Tours genes, man 4179. 

hybridization analysis, ras gene, murine sarcoma virus, mink cell focus-forming 
virus 1714. 

hybridization analysis, transposon 1n1545, Escherichia coli, Streptococcus 

Nneumoniae 9152. 

hybridization analysis, tRNA Ser genes, man 6198. 

hybridization, rearrangement, low copy number control sequence, satellite DNA, 
laetnace Cercopithecus aethiops 5702. 

hybridization, satellite RNA, helper viruses, panicum mosaic virus 8757. 

hydrogenase subunits genes, cloning, Desulfovibrio baculatus 8094. 

6-hydroxynicotine oxidase, genes, Arthrobacter oxydans 8119. 

hydroxyproline containing glycoproteins cDNA, cell walls, Glycine max 7166. 

hypervariable region, localization downstream apolipoprotein B genes man 8918. 

la antigen invariant chain genes, exons splicing, homology thyroglobulin repeated 
sequence, mice 9978. 

iap gene, proteinase, role alkaline phosphatase isoenzymes conversion, 
Escherichia coli 8158. 

identification coding sequence, computer applications 1089. 

identification, Ty1 activation, gene products, gene regulation, STE7 gene, STE12 

ne, Saccharomyces cerevisiae 9982. 

IGF-Ii receptors cDNA, homology, mannose-6-phosphate receptors, man 7287. 

felts genes, larvae, Xenopus laevis 5140. 
immobilization antigen genes, Paramecium tetraurelia 7173. 

immunoglobulin A degrading proteinase genes, Neisseria gonorrhoeae 9892. 

immunoglobulins « chain joining region genes, DNA-binding protein binding, 
lymphocytes B, mice 5594, 

immunoglobulins « chain light chains genes, gene conversion, evolution, 
rabbits 9862. 

immunoglobulins \-chain light chains J region genes, man 1030. 

immunoglobulins, A-chain, variable region, DNA, rabbits 2892. 

immunoglobulins x-chain variable en genes, plasmacytoma, mice 3072. 

immunoglobulins heavy chains variable region genes, Xenopus laevis 7012. 

immunoglobulins light chains variable region unrearranged genes, plasmacytoma 
cell lines, Mammalia 979. 

immunoglobulins variable region d-chain genes, cloning, Burkitt's lymphoma 
cell lines, man 982. 

immunoglobulins variable region, joining region genes, transcription polarity, 
man 9975. 

immunoglobulins, variable region, mutation, retention, idiotypes, lymphoma, 
lymphocytes B, man 2967. 

inhibin subunits genes, man 4213. 

inhibitor IIK genes, Solanum tuberosum 539. 

initiation factor IF1 infA gene, Escherichia coli 7089. 

injection stop signals regions, DNA, phage T5 164. 

insertion, deletion, mutation, restriction fragment length polymorphism, 
chloroplasts genomes, Zea mays 5204. 

insertion sequence 1S426, inverted repeat, Agrobacterium tumefaciens, homology, 
insertion sequence S51, Pseudomonas syringae pv.savastanoi 6081. 

insertion sequence 186 inverted repeat role, production target sites sequence 
duplication, Escherichia coli 158. 

insertion sequences, y-actin pseudogenes, mice 8272. 

instability, long terminal repeat, RNA, spleen necrosis virus, avian 
reticuloendotheliosis virus 9712. 

intercistronic region, RNA, cucumber mosaic virus 9706. 

a-interferon, genes, cloning 3082. 

interleukin 1 CDNA, cloning, cattle, gene expression, Escherichia coli 10485. 

interleukin 5 cDNA, cloning, man, comparison, mice 2838. 

introniess, B2-adrenergic receptors genes, man 4902. 

introns, actin genes, Schizosaccharomyces pombe 3871. 

introns, computer applications, eukaryotes 4980. 

introns exons interaction sites, Schizosaccharomyces pombe 7220. 

introns, genes, domains, sodium channels, Drosophila 7005. 

introns, heat shock proteins genes, man 7201. 

introns, ribosomal protein L382 RPL32 gene, Saccharomyces cerevisiae 5076. 

introns, site-directed mutagenesis, point mutation, rRNA, self splicing, 
Tetrahymena thermophila 5030. 

introns, transposition, immunoglobulins variable region light chains « chain 
genes, man 5972. 

inversion, immunoglobulins heavy chains joining region genes, myeloma cell lines, 
mice 7022. 

inverted repeat, duck hepatitis virus, DNA integration, liver carcinoma, ducks 
7243. 

inverted repeat termini, genomes, lipids containing phages, Escherichia coli 
2222. 

isocitrate dehydrogenase kinase/phosphatase aceK gene, 5'-terminus, flanking 
region, Escherichia coli 8072. 

isolation, expression, cDNA proteins, lymphocytes T differentiation, ontogeny, 
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Nucleotide sequence, (continued) 
man 2941 


3-isopropylmalate dehydrogenase genes, Bacillus subtilis 7051. 
iucD gene, aerobactin operons, Escherichia coli 8157. 
JB2 region, DB2 repons lymphocytes T antigens receptors B-chain 


Fo) rea man 106 

ikrein genes, glands, man 4121. 

kanamycin antibiotic resistance aphA-3 gene, Streptococcus pneumoniae 8174. 

kanamycin antibiotic resistance genes, transposon Tn903, plasmic pUC4k, cloning 
vectors 7310. 

keratin type | gene families, developmental stages, Xenopus laevis 195. 

c-Ki-ras gene, point mutation, aflatoxin B1 induction liver tumors, rats 5077. 

KIN1 gene, KIN2 gene, protein kinase, Saccharomyces cerevisiae 2126. 

laccase genes, Neurospora crassa 7232. 

B-lactamase, gene expression, Staphylococcus aureus, plasmids, plasmid pl258, 
Escherichia coli, Bacillus subtilis 176. 

8-lactamase genes, Pseudomonas aeruginosa 7277. 
-lactamase precursors genes, Streptomyces albus 3890. 

sor gene: promoters structure, membranes anchor sequence, Zymomonas mobilis 

161. 


late region eee sab 29, Bacillus subtilis 1871. 

IctB gene, illus caldotenax, Bacillus stearothermophilus 2960. 

lectins gene families, Pisum sativum 4940. 

lethal(2)giant larvae gene, Drosophila melanogaster 1105. 

LEU3 gene, 3’-terminus forking region, 5'-terminus, open reading frames, 
Saccharomyces cerevisiae 7143. 

leucine-tRNA ligase leuS gone, cloning, Escherichia coli 6096. 

levanase genes, cloning, Bacillus subtilis 5968. 

ligninase genes, cloning, Phanerochaete chrysosporium 6115. 

ba ee analysis, genomes functional morphology 8260. 

link protein genes, chickens 5191. 

linker proteins genes, phycobilisomes, Fremyella diplosiphon 2086. 

lipoprotein (low density) receptors genes deletion, hypercholesterolemia 
patients, man 5167. 

lipoproteins ripA gene, ripB gene, Escherichia coli 8104. 

listeriolysin O genes, cloning, Listeria monocytogenes 5903. 

livR gene, cloning, repressors, amino acids transport, Escherichia coli 2864. 

loci, incl-b locus, plasmid Rts1, Escherichia coli 9023. 

long terminal repeat, DNA, proviruses, genomes, mammary tumor virus like B-type 
virus 10235. 

long terminal repeat, envelopes genes, cloning, human immunodeficiency virus 1, 
brain isolates 6820. 

long terminal repeat, equine infectious anemia virus, transfection, gene 
expression, long terminal repeat, nucleotide sequence, equine infectious anemia 
virus, cell lines 2191. 

long terminal repeat flanking region, transposon 1731, Drosophila melanogaster 
1094. 


long terminal repeat, human immunodeficiency virus, simian immunodeficiency virus 
2683 


long terminal repeat regulatory regions, Mtv-8 locus, mammary tumor virus 
proviruses, strains, mice 3857. 
long terminal repeat, RNA, murine leukemia virus, AKR leukemia virus, mink cell 
focus-forming virus 6787. 
long terminal repeat, RNA, pathogenicity, feline leukemia virus strains 6826. 
x-lor gene, T cell leukemia virus |, T cell leukemia virus II, homology, 
interleukin 3 genes, mice 74. 
luteinizing hormone B-subunit, cDNA, dogs, comparison, rats, cattle, man 
5966. 
luxA gene, luxB gene, alkanal monooxygenase (FMN-linked), Vibrio fischeri 6031. 
luxC gene, ier) region, codons use, bioluminescence, Vibrio harveyi 7165. 
lymphocytes T, CD2 antigen, cDNA, cloning, purification, man 2828. 
lymphocytes T, CD2 antigen, cDNA, expression, characterization, man 2837. 
lysostaphin genes, cloning, Staphylococcus simulans 3034. 
M5 protein genes, cloning, Escherichia coli 946. 
malate dehydrogenase mdh gene, Escherichia coli 7048. 
— , enhancers binding, binding transcription factor factor mtTF, 
m ndria, man 4888. 
mapping, heat shock proteins genes, man 4171. 
Ecos Introns, c-abl gene, translocations sites, chronic myeloid leukemia, man 


matrix Lyn pia genes, evolution, serotypes, avian infectious bronchitis 
virus 6792. 

matrix protein mRNA, intergenic junctions, cDNA, parainfluenza virus 3 1720. 

matrix proteins genes, parainfluenza virus 3 56. 

mbcl-2 gene, mice 202. 

met J nog cDNA, N-terminus homology laminin B1, protein-tyrosine kinase, man 5071. 

MET17 gene, sole ab complementation MET25 gene, Saccharomyces cerevisiae 70: 

MET2 gene, Saccharomyces cerevisiae 241. 

metallothionein cDNA, Salmo gairdneri 5082. 

metallothionein genes, cell lines, Drosophila melanogaster 1069. 

methionine adenosyltransferase SAM1 gene, Saccharomyces cerevisiae 5813. 

methodology, DNA, denaturation, plasmids 5930. 

methodology, double-stranded DNA 6232. 

methyl coenzyme M reductase genes clusters, Methanosarcina barkeri 3967. 

5-methyicytosine sites, DNA, prokaryotes, recognition, methylated DNA-binding 
protein, placenta, man 8594. 

mgIB gene, mutation, galactose-binding protein, chemoreceptors, Escherichia coli 


mice ribosomal protein L29 cDNA, homology mRNA Saccharomyces cerevisiae 2098. 

B2-microglobulin cDNA, rats 4043. 

micronuclei genes, Oxytricha nova 5062. 

minicircles DNA, mitochondria, cytoplasmic male sterility +fertility lines, Beta 
vulgaris 5194. 

minisatellite DNA, repeated sequence, rearrangement, sex chromosomes, man 4855. 

mitochondria DNA, mathematics, genetic distance, Primates 6190. 

mitochondria DNA-directed-RNA polymerase, homology phage T3, phage T7, 
Saccharomyces cerevisiae 7033. 

mitochondria genomes, phylogeny, Tetrahymena 6130. 

mitochondria genomes, Trypanosoma brucei, Leishmania tarentolae 2081. 

pyar ghnded proteins genes, introns, 3'-terminus splicing sites, eukaryotes 

4. 

modification, a-interferon genes, recombinants, man, transfection, gene 
expression, cell lines, mice 1287, 

mol num-pterin-binding protein mop gene, cloning, Clostridium pasteurianum 
948 


mP1 gene, protamines, mice 5556. 
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Nucleotide sequence, (continued) “eh 
Mae a cety suppression mitochondria splicing mutation, Saccharomyces cer ovis il 
multicopy single-stranded DNA, Myxococcus xanthus 9907. be 


multiplex determination methodology, use nylon membranes, hybridization analy 
pONrierase chain reaction 9254. : 

muscarinic acetylcholine r rs genes, man 7286. ; 1 

mutagenesis, isolation, Azotobacter vinelandii, nifF gene, flavodoxin 8964. 

mutH gene, Escherichia coli 3012. 

mutS gene, Salmonella typhimurium 8160. a 

mvrA gene, methyl viologen sensitivity, Escherichia coli 9154. ae 

c-myc gene breakpoints, man Burkitt's lymphoma, chromosome 8, comparison, pvip 
locus, man, mice 5045. ; § 

c-myc gene, chromosomes translocations breakpoints nucleotide sequence, Burkitrl) 
lymphoma cell lines, man 6255. ; 

c-myc gene, exons, murine leukemia virus proviruses insertion effects on, =| 
lymphoma, rats 9167. ‘ 

c-myc gene, hepatoma, liver, rats 4917. 

coe proteolipid protein genes, expression, mice 4994. 

NDS5 gene, NADH acy eh alae mitochondria, Neurospora crassa 7162. 

ND-1 gene, mitochondria, Locusta migratoria, gene mapping, ND-1 gene, 
mitochondria, Locusta migratoria 3102. 

nda3 gene, synonymy f-tubulin, Schizosaccharomyces pombe 5112. “3 

ND4L gene, genomes, mitochondria, Paracentrotus lividus 4881. ¥ 

ND4L gene, NADH dehydrogenase, mitochondria, Neurospora crassa 7162. _ 

ND4L gene, ND5 gene, mitochondria class | introns, Neurospora crassa 7156, 

nerve growth factor genes, mice 1076. i 

neurofilaments proteins, cDNA, rabbits 10191. 

neutral proteinase small subunit genes, man 5018. Hy 

nif gene, Azotobacter vinelandii 6127. j 

nifD gene, cloning, molybdenum iron protein, nitrogenase subunits, Clostridium 1)! 
pasteurianum 950. 

nifH gene, Clostridium pasteurianum, genes 6050. ; é 

nifH gene, DNA probes, Methanococcus ivanovii, Methanococcus thermolithotrop! 
8182. I 

nifH gene, nifD gene, hybridization analysis, homology, rRNA 16S genes, ~~ 
Rhodobacter capsulatus 2996. 

nifS promoter, Bradyrhizobium japonicum 6021. 

nitrogen fixation nif gene, cloning, Azospirillum brasilense 3902. 

— fixation nifN gene, open reading frames, Rhizobium meliloti 3930. 

nodD1 gene, nodD2 gene, nodulation, Bradyrhizobium japonicum 8093. 

nonstructural proteins genes, dengue virus 2 10114. 

nonstructural proteins genes, genomes segments, reovirus 1, reovirus 2, reovi 
3 6789. i 

ntrA gene, Rhizobium meliloti 1910. 

Nu1 gene, terminase, phage d 9039. 

nucleoproteins proteins, genes, nucleotide sequence 9181. 

nucleoproteins proteins genes, sonchus yellow net virus 9181. A 4, 

nucleoside triphosphate phosphohydrolase | genes, vaccinia virus 253. 

nucleosides transport nupG gene, cloning, Escherichia coli 7259. 

nucleotides binding sites, tuf gene, elongation factor Tu, Thermus thermophilus 
5982. ; 

ogt Hoagie DNA alkyltransferase, O6-alkyiguanine removal, Escherichia coli 6093. 7? 

21-OHase B gene, 21-OHase A gene, steroid 21-monooxygenase genes, mice 6183 

olfactory marker protein cDNA, rats 933. 

oli2 gene, adenosinetriphosphatase subunit 6, mitochondria, Saccharomyces 
cerevisiae 2139. | 

oli1 gene, H *-transporting ATP synthase, mutation, revertants, Saccharomyces 
cerevisiae 3977. Fe 

oligopurines sequence, RNA, DNA, viruses 7168. 

mln 8 v-myc gene, DNA-directed DNA polymerase, Halobacterium salinariwuit) 
10260. j 


open reading frame, linkage ginA gene, glutamate-ammonia ligase, Rhizobium | 
leguminosarum 7128. i 
se fteading frames, association, tRNA ligase genes, Saccharomyces cerevisiagi 
26. 
open reading frames, cDNA, core protein mRNA, cloning, reovirus 1 9734. i 
open reading frames, cDNA, ore gees rotavirus (porcine) 6094. 
open reading frames, cDNA, GPA1 gene, GTP-binding protein, Saccharomyces #7} 
cerevisiae 2120. f 
open reading frames, cDNA, RNA, genomes, white clover mosaic virus 6204. i 
open reading frames, coat protein cistrons, potato virus X 2225. 
open reading frames, coat protein genes, bluetongue virus 8760. ; 
open reading frames, DNA fragments, coat protein genes, phage @, homology, ||7 
coat protein genes, phage \ 6145. i} 
open reading frames, DNA, papilloma virus (human) 16 7029. i 
97. open reading frames, DNA, papilloma virus (human) 16 7255. i 
open reading frames, DNA, wheat dwarf virus 9178. (i 
open reading frames, dnaB gene, Chlamydia trachomatis 5977. a 
open reading frames, double-stranded DNA, figwort mosaic virus 7009. 
open reading frames, genes, ferredoxin like proteins, Rhizobium leguminosarum ¥) | 
trifolii 3019. tI 
open reading frames, genomes, cloning, murine encephalomyelitis virus 9176. |} | 
open reading frames, glycoproteins genes, Marek’s disease virus 9188. | 
open reading frames, hck gene, cDNA, mice 5950. a 
CS frames, herpesvirus saimiri, genomes, homology, Epstein-Barr virus’ 
open reading frames, lipid A disaccharide synthase genes, Escherichia coli 8092.9) | 
open reading frames, macrophages colony-stimulating factor 1 cDNA, cloning, 
hybridization analysis, gene srs dite mice 3474. 
open reading frames mapping, D 


open reading frames, RNA biosynthesis initiation sites, promoters, alkanal 
monooxygenase (FMN-linked) luxR gene, lux! gene, vibrio fischeri 6056. 
sso ese frames, RNA, cloning, 6 antigen containing hepatitis B virus 
-| \ 
open reading frames, RNA, virulence strains, comparison open reading frames | 
strains, Ross River virus 8755. 
open reading frames, single-stranded DNA, geminivirus, Digitaria sanguinalis i] 
isolates 8962. \ 
open reading frames, transposon Tn2603, homology, R factor R46, recombinase 594) } 
operators, promoters, aerobactin operon, ColV-K30 3043. | 
organization, genes, IGF-II, IGF-I, man 4964. 
ornithine carbamoyltransferase ARG3 gene, Saccharomyces cerevisiae 3898. 


sequence, (continued) P 
carbamo —— genes, mitochondria, rats 5017. 
e-5'-phosphate decarboxylase URAS gene, Kluyveromyces lactis 5994. 
Membranes protein Ill genes, flanking region, Neisseria gonorrhoeae 3037. 
membranes proteinase ompT gene, Escherichia coli 6170. 
ransferrin genes, introns, exons, repeated sequence, chickens 4183. 
: gene, open reading frames, nuclear polyhedrosis virus isolates, Orgyia 
sudotsugata, Autographa californica 7109. 


—_ “pana trypsin inhibitor CDNA, homology epidermal growth factor, 
lloma virus (human) 18 proviruses, DNA, integration, genomes, HeLa cells 
)229. 
al, cholinesterase, brain, fetuses, man 3089. 
S gene promoters, rats 6203. 
1 gene, drug resistance, cloning, Saccharomyces cerevisiae 5895. 
in situ Sere Drosophila virilis — = meen 
cillin-binding protein 5 dacA gene, penicillin-bindi rotein 6 ne, 

g, Escherichia coli 7153. fos os 
er protein E2 gene, mouse hepatitis virus 7047. 

, Escherichia coli 2897. 
idase N pepN gene, overproduction, Escherichia coli 3001. 
ade Beooeine. lymphocytes T, antigens, homology, evolutionary genetics, rats, 
DNA, amino acid sequence predictions, Rhodobacter capsulatus 893. 


eri rchokteame kinase, man 1902. 
8 laidlawii, replication origin, termini 963. 
85 gene, open reading frames, cloning, Saccharomyces cerevisiae 6007. 
gene, regulatory protein, Saccharomyces cerevisiae 2114. 
a stero ~ = genes, man Papa 
15 gene, ing, phage T5 2227. 
2 acer oor gene, estimation neutral mutation, evolution, 
analysis, Escherichia coli 3140. 
glycerate kinase PGK gene, upstream activation site, domains, activators, 
ators, Saccharomyces cerevisiae 3899. 
sphoprotein phosphatase genes, amino acid sequence predictions, skeletal 
a 5026. E: 
Proteins psbA-1 gene, Synechocystis 6064. 
es, light-harvesting proteins, evolution, Fremyella diplosiphon 9955. 
lanin genes, Calothrix 7056. 
€ comparison, Neisseria meningitidis, Neisseria gonorrhoeae 9040. 
subunits genes, Klebsiella pneumoniae, Salmonella typhimurium 8073. 
F17-A gene, protein F17-A, Escherichia coli 9010. 
genes, Bacteroides nodosus 8137. 
ic PACYC177, cloning vectors 7307. 
id pACYC184, cloning vectors 7308. 
id pIM13, Bacillus subtilis, plasmid pE5, Staphylococcus aureus 7331. 
=e formation, plasmid R46 deletion, promotion, insertion sequence 
id pRi2659, Agrobacterium rhizogenes 3937. 
id pRT100, cloning vectors, use, gene fusion, plants 7443. 
id isolation linear plasmids, Saccharomyces kluyveri 7150. 
id R1162, incompatibility, DNA biosynthesis inhibition 10261. 
ids DNA junctions, integration chromosome 6, males, transgenic mice 5944. 
ids genetic markers, mutagenesis, DNA repair, xeroderma pigmentosum cells, 
obiasts, man 5393. 
mutation, benzo(a)pyrene DNA adducts induction, transfection plasmids 
etic markers, embryo cells, man 3347. 
mutation, cDNA, a spam goiter, cattle 5187. : 
mutation, cytochrome b genes, inhibitors resistance mutants, mitochondria, 
cells, mice 272. 
mutation, immunoglobulins light chains, variable region, x-chain genes, 
"#1 mutation, N-ras gene, myelodysplastic syndrome, man 6202. 
t mutation, nonsense mutant, period gene, circadian rhythms mutants, 
“osophila ler 189. 
mutation, protein Illa gene, temperature-sensitive mutant, adenovirus 
§ Suman) 2 2175. 
mutation, RPII215 gene, cell lines, mice 268. 
il promoter, eukaryotes 4054. 
enylation sites mapping, proa1(Il) collagen mRNA, man 5701. 
orphism, complement component C4, histocompatibility locus HLA, man 5839. 
morphism, divergence, neutral molecular evolution theories, statistical 
“jalysis 1831. 
‘morphism, mutation, compilation, reviews, genes, genomes, mitochondria, 
yaccharomyces cerevisiae 13. 
morphism regions, association, recombination, transposon Ty, chromosome 3, 
yaccharomyces cerevisiae 5980. 
») F genes, transcription initiation sites, Pseudomonas aeruginosa 8181. 
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MRNA, cathepsin D, breast tumor cell lines, man 5336. 

mRNA, cDNA, heterogeneity, woodchuck hepatitis virus 2654. 

mRNA, cloning, cDNA, catalase, Ipomoea batatas 3745. 
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DNA, plasmids transformation, Neisseria gonorrhoeae 324. 

DNA, plasmids, Yersinia enterocolitica 3903. 

DNA polymorphism, mitochondria, Candida albicans 2071. 

DNA, pseudorabies virus, animal isolates, Denmark 7250. 

DNA purification venation bacteria 3047. 

DNA, recognition sequence, Methanococcus voltae genomes 2975. 

DNA, repeated sequence, component IB, Muntiacus muntjak vaginalis 4192. 

ONA repeated sequence, digestion methodology, man 8195. 

DNA, soybean chlorotic mottle virus 2056. 4 
Aes Precrlbceebicd gene amplification, tunicamycin resistance, Leishmania mexicana | | 
DNA synthesis, cellulose attachment 7701. 
DNA, synthetic oligodeoxynucleotides 5929. i 
DNA, T cell leukemia virus IV 713, | 
ONA, virus PBCV-1 genomes 2904. | 
DNA, wheat dwarf virus 9178. : 
DNA, xyl gene, plasmid pWW53-4, Pseudomonas putida 150. 

cDNA, 6-hordothionin precursors, Hordeum 292. 

cDNA, aspartate-ammonia ligase, fibroblasts, man 3998. 

cDNA, clover yellow mosaic virus RNA, coat protein identification 1683. 


Biochemistry Abstracts 2 vol. 18 


Restriction endonuciease mapping, (continued 
cDNA, Dsrc28C gene, Di ila Pruinegaeser Pee, 
cDNA, envelopes env gene, human immunodeficiency virus, clinical isolates, Zaire 


737. 
cDNA, gene expression, cytochrome P450, PCB treatment, liver, rats 4013. 
cDNA, | proteins, larvae, Galleria mellonella 1270. 
cDNA, immur lins ee chains genes, chickens 1003. 
cDNA, mice immunoglobuli 

A-particles genes 5822. 
cDNA, myosin heavy chains, chickens 2923. 
oe perreenn, alleles, loci, immunoglobulins heavy chains joining region, 
double-stranded DNA, phages isolates, toxi nicity, Clostridium botulinum 8161. 
double-stranded RNA, Sagnetae, Cisiriue virus 6799. 
Duchenne’s muscular ophy genes, X chromosome, man 4175. 


in E-binding protein, comparison, intracisternal 


uclease Not! cleavage, DNA fragments, gel electrophoresis, genomes, 


Escherichia coli 294. 
fingerprinting, gel electrophoresis, genomes, Pseudomonas aeruginosa 5905. 
fragments size, chromosomes, gene libraries analysis, Escherichia coli 2799. 
gene amplification, repeated sequence, DNA, X chromosome, mice 7147. 
gene mapping, chorionic ie matte pee genes, man 7110. 
genes, repeated ——— <r s pSK1, drug resistance, mercury resistance, 

aureus : 

genomes, clinical isolates, Japan, Sweden, herpes simplex virus 2 2801. 
genomes, gel electrophoresis, bacteria 1863. 
genomes, IncHil plasmid pHH1508a 2184. 
genomes, mitochondria, Bufo marinus 7086. 
genomes, phage CL31, Corynebacterium lilium isolates 2226. 
genomes, repeated sequence, baculovirus, Orgyia pseudotsugata isolates 9195. 
genomes walking, cloning, use, cloning vectors, cosmids 6473. 
B-giobin genes, he in D Punjab, man 4207. 
a-globin genes organization, Primates 4078. 

: , bacteriocins, genes, plasmid pAD1, Streptococcus faecalis 4912. 
histocompatibility locus HLA B region, polymorphism, man 3075. 
histocompatibility locus HLA DR region genes, serotyping, systemic lupus 

erythematosus patients, man 1047. 
hybridization analysis, major histocompatibility complex genes, class | 
molecules, class || molecules, Sciurus aberti aberti 2938. 
hybridization analysis, major histocompatibility complex genes, class | 
molecules, class || molecules, Sciurus aberti kaibabensis 2948. 
hybridization analysis, rRNA genes, Pseudomonas aeruginosa 2839. 
hypoxanthine phosphoribosyltransferase genes, man 3853. 
immunoglobulin G receptors genes, cloning, Streptococcus pyogenes 4856. 
introns, exons, pseudogenes, thymidine kinase genes, cells lines, hamsters 7164. 
inverted repeat, recombination, chromosome 17, haplotypes, wild type, mice 4093. 
lymphocytes T antigens receptors -y protein, constant region genes, 
rearrangement, man 2830. 
lymphocytes T antigens receptors genes, y chain, Mus 3066. 
major histocompatibility complex genes clusters, mice 1009. 
mitochondria genomes, Locusta migratoria 3102. 


mutation mapping, transformation, cloning, cDNA, Streptococcus pneumoniae 3386. 


c-myc gene, hepatoma, liver, rats 4917. 
c-myc genes, exons mutation, translocations, chromosome 8, chromosoine 22, 
Burkitt's lymphoma, man 7145. 
natural killer cells, lymphocytes T antigens receptors -y gene, man 2811. 
nucleotide sequence, DNA, papilloma virus (human) 6b 10104. 
nucleotide sequence, evolution, gene conversion, immunoglobulins « chain 
a chain joining region genes, rabbits 8100. 
ide sequence, IncP plasmid, phenotypes, Escherichia coli 9008. 
nucleotide sequence, repeated sequence, satellite DNA, lymphocytes, man 6258. 
nucleotide sequence, Vero toxin 1 genes, cloning, phages, Escherichia coli 2784. 
nucleotide sequence, virulence plasmids, geographical variations, animal 
isolates, clinical isolates, Yersinia enterocolitica 5904. . 
ogt gene, DNA alkyltransferase, O6-alkyiguanine removal, Escherichia coli 6093. 
ization, genomes, phage HP1c1, phage S2, Haemophilus influenzae 316. 
Parvovirus (human) B19 DNA 8109. 
patatin genes, cloning, Solanum tuberosum 4784. 
pDyv, in situ hybridization 3914. 
plasmid PSG1912 2963. 
Plasmids, computer programs 199, 
plasmids DNA, Acetobacter xylinum 3008. - 
plasmids, lactose, bacteriocins, gene Bell, cloning, Streptococcus lactis 
subsp.diacetylactis 2119. 
ids, use, cloning vectors, Bacillus thuringiensis israelensis 151. 
poly(dT-dG)-poly(dC-dA) repeated sequence, prolactin genes, rats 4091. 
Protein P31 gene families, rats 311. ; 
proteins antigens genes, Mycobacterium tuberculosis 3030. 
proteolipids proteins genes, myelin, man 1882. 
proviruses, T cell leukemia virus |, clinical isolates, Gabon, Ghana 7080. 
pulsed field gradient gel electrophoresis, a-globin gene families, man 7294 
pulsed-field electrophoresis, DNA fragments, chromosome 3, man 4933. 
py oon ra gene, nuclear polyhedrosis virus, Autographa californica isolates 


repeated sequence, Hox-1 locus, Hox-2 locus, Hox-3 locus, mice 7212. 

repeated sequence, nucleotide sequence, genomes, lymphocystis virus 7157. 

repeated sequence, rRNA genes, Artemia 2135. 

repeated sequence, rRNA genes, Pythium, Phytophthora cryptogea, Apodachlya 
pyrifera 3864. ‘ 

restriction fragment length polymorphism, chromosome 8, man 4154. 

ribonuclease genes, seminal vesicle, cattle 230. ‘ 

ribosomal proteins genes, chloroplasts, Spirodela oligorhiza 4210. 


RNA, African green monkey lymphotropic virus, lymphoblastoid cell lines, man 799. 


RNA, nucleotide sequence, geographical variations, turnip yellow mosaic virus 
6823, 


TRNA genes, Mycobacterium phlei, Mycobacterium smegmatis 2816. 

rRNA genes, spacer length variation, Y chromosome, X chromosome, Drosophila 
melanogaster 1832. : 

satellite DNA repeated sequence, Artemia 1073. : 

secondary structure models, hemoglobin 8 chain MRNA, mice 3741. 

sites, DNA, genomes, mice 4785. 

spacer, insertion, rRNA genes magnification, X chromosome, bobbed mutants, 
Drosophila melanogaster 749. ‘ err, | 

spectinomycin antibiotic resistance determinants, DNA sequence amplification, 
Streptomyces achromogenes rubradiris 1839. RT Ne 

spore crystals, 5-endotoxin genes, cloning, Bacillus thuringiensis 1854. 

steroid 21-hydroxylase genes, man 4019. 


Restriction endonuclease mapping, (continued) 


structural proteins genes, cloning, yellow fever virus 2656, 

tet gene, tetracycline antibiotic resistance, R factors, vibrio anguillarum, 
PI lossus altivelis isolates 2908. 

tetracycline antibiotic resistance tet gene, transposon Tn919, Streptococcus 
sanguis 8167. 

a-trans-inducing factor genes, herpes simplex virus 331. 

transforming growth factor-B precursors genes, tumor cell lines, fetuses 
liver, man 1906. 

transposon Tn1545, Streptococcus pneumoniae 4821. 

typing, herpes simplex virus 1 7252. 

use computer applications 1084. 

xylan endo-1,3-8-xylosidase genes, nucleotide sequence, cloning, Bacillus 


Restriction fragment length polymorphism, 


alleles, chromosome 13, man 4190. 
association, cytochrome P450 genes, MPI locus, chromosome 15, man 4182. 
association, prealbumin genes, chromosome 18, man 4206. 
atrial natriuretic hormone cDNA, heart, fetuses, man 8926. 
BALB/c cells immunoglobulins x-chain joining region genes, myeloma 
«-chain genes, mice 1034. 
chromosome Ill, relationship, Saccharomyces bayanus, Saccharomyces 
carlsbergensis, Saccharomyces uvarum 2113. 
chromosome 13, man 4128. 
chromosome 19 DNA libraries, identification genetic markers probes, muscular 
dystrophy, man 4209. 
chromosome 19, man 4130. 
chromosome 21, man 4140. 
chromosome 5 DNA fragments, man 5137. 
chromosomes DNA fragments, lymphoblastoid cell lines, man 5195. 
coagulation factor IX pence: Japan, man 5104. 
coagulation factor VIII genes 3'-terminus flanking region, man 4944. 
complement component C2, factor B, genes, reviews, Mammalia 612. 
complement component C3b complement component C4b genes, systemic lupus 
erythematosus, man, complement component C4b, complement component C3b, 
receptors, deficiency, stability 3064. 
complement component C4 alleles, heterogeneity, man 3061. 
complement component C4 genes, rats 1054. 
cosmids mapping, chromosome 19, man 4049. 
cytochrome P450 genes, deoxyribonuclease Taql detection, chromosome 10, man6251. 
lg race Apal detection, immunoglobulins loci, mapping, chromosome 14, 
man b 
deoxyribonuclease Apal, flanking regions, apolipoprotein Al genes, man 3979. 
deoxyribonuclease BamHI, alleles, chromosome 5, man 4126. 2 
deoxyribonuclease BamHI, deoxyribonucilease EcoRI detection, DNA, mapping, 
chromosome 21, man 7125. 
deoxyribonuclease Bglll cleavage, DNA, chromosome 4, man 6208. 
deoxyribonuclease Bgll, deoxyribonuclease Hindlll, renin, ren gene, man 4149. 
pat pear Bglll detection, glucose transporter loci, erythrocytes, man 
171. 
deoxyribonuclease Bglill detection, a1-antitrypsin genes, mapping, chromosome 
14, man 7176. 
deoxyribonuclease BstEll detection, lipoprotein (low density) receptors genes, 
mapping, chromosome 19, man 7149, 
deoxyribonuclease detection, DNA, mapping, chromosome 17, man 6085. 
deoxyribonuclease detection, DNA, mapping, chromosome 19, man 7185. 
deoxyribonuclease detection, DNA, mapping, chromosome 5, man 7155. 
deoxyribonuclease detection, DNA, mapping, X chromosome, man 6033. 
deoxyribonuciease, DNA fragements length, man 4196. 
deoxyribonuclease Dral, Seo enucware Hincll, deoxyribonuclease Taql 
detection, DNA, mapping, chromosome 10, man 7118. 
deoxyribonuclease Eco RI detection, DNA, mapping, chromosome 2, man 6009. 
deoxyribonuclease EcoRI, c-myc gene, linkage, chromosomes, man 3986. 
deoxyribonuclease EcoRI, deoxyribonuclease BamHI, erbA2 gene, chromosome 17, man 
4120. 
deoxyribonuclease EcoRI, deoxyribonuclease Hindlll detection, DNA, mapping, 
chromosome 1, chromosome 2, man 7141. 
deoxyribonuclease EcoR! detection, c-myb locus, mapping, chromosome 10, mice 
7140. 
deoxyribonuclease EcoR! detection, creatine kinase genes, mapping, chromosome 14, 
man 7219. 
deoxyribonuclease Hindill, deoxyribonuclease Taq! detection, DNA, mapping, X 
chromosome, man 7100. 
deoxyribonuclease Hindlll detection, apolipoprotein B genes, mapping, chromosome 
2, man 6163. 
deoxyribonuclease Hindill detection, chromosome 3, man 6242. 
deoxyribonuclease Hindlli detection, a1(Ill) collagen genes, 3'-terminus, 
mapping, chromosome 13, man 7217. 
deoxyribonuclease Mbol, deoxyribonuclease Bglll detection, DNA, mapping, 
chromosome 6, man 7182. 
deoxyribonuclease Mspl, chromosome 11 fragments, man 3981. 
deoxyribonuclease MspI detection, cytochrome P450 genes, mapping, chromosome 15, 
man 7184. 
deoxyribonuclease Msp! detection, DNA, mapping,,chromosome 9, man 5990. 
deoxyribonuclease Msp! detection, DNA, mapping, chromosome 9, man 5993. 
deoxyribonuclease Msp! detection, DNA, mapping, chromosome 9, man 5996. 
deoxyribonuclease MspI detection, DNA, mapping, chromosome 9, man 6025. 
deoxyribonuclease Msp! detection, DNA, mapping, chromosome 17, man 6082. 
deoxyribonuclease Msp! detection, DNA, mapping, chromosome 8, man 6167. 
deoxyribonuclease Msp! detection, DNA, mapping, chromosome 3, man 6169. 
deoxyribonuclease MspI detection, DNA, mapping, chromosome 2, man 6173. 
deoxyribonuclease Mspi detection, DNA, mapping, chromosome 2, man 6252. 
deoxyribonuclease Msp! detection, DNA, mapping, chromosome 2, man 6269. 
deoxyribonuclease Mspl detection, DNA, mapping, chromosome 2, man 6270. 
deoxyribonuclease MspI detection, DNA, mapping, X chromosome, man 6029. 
deoxyribonuclease Msp! detection, fibronectin genes, mapping, chromosome 2, man 
7205. 
deoxyribonuclease MspI! detection, tissue factor CDNA, mapping, chromosome 1, man 
23 


deoxyribonuclease Ncol, deoxyribonuclease Rsal detection, substance P genes, 
mapping, chromosome 7, man 7283. ; ’ 

deoxyribonuclease Ncol detection, amyloid peptide genes, Alzheimer’s disease, man 
7193. 

deoxyribonuclease Psti detection, DNA, mapping, chromosome 9, man 6008. 

deoxyribonuclease Pst! detection, DNA, mapping, chromosome 14, man 7221. 

deoxyribonuclease Pst! detection, DNA, mapping, X chromosome, man 7170. 
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Restriction fragment length polymorphism, (continued) 

deoxyribonuclease Pst! detection, DNA, mapping, X chromosome, man 7179. 

ed encom Pst detection, myeloperoxidase cDNA, mapping, chromosome 17, 
man i 

deoxyribonuclease Pst!, man 4083. 

deoxyribonuclease Pvull detection, DNA, mapping, chromosome 2, man 6272. 

deoxyribonuclease Pvull detection, DNA, mapping, chromosome 4, man 7196. 

deoxyribonuclease Rsal detection, collagen genes, mapping, chromosome 17, man 
7107. 

deoxyribonuclease Rsal detection, DNA, mapping, chromosome 17, man 6020. 

deoxyribonuclease Rsal detection, DNA, mapping, Chromosome 2, man 6266. 

deoxyribonuclease Sacl detection, cDNA, mapping, chromosome 22, brain, man 7282. 

sage peer ScrFl, deoxyribonuclease Rsal detection, dihydrofolate 
reductase genes, mapping, chromosome 5, man 6002. 

deoxyribonuclease Sphi detection, aprt gene, mapping, chromosome 16, man 6014. 

deoxyribonuclease Sst! detection, ets-1 gene, mapping, chromosome 11, man 6016. 

deoxyribonuclease Sty! detection, retinol-binding protein cDNA, mapping, 
chromosome 10, man 7188. 

deoxyribonuclease Taal, alleles, chromosome 8, man 4109. 

deoxyribonuclease Taql, chromosome 11, man 3980. 

deoxyribonuclease Taql, chromosome 18, man 4115. 

deoxyribonuclease Taql, deoxyribonuclease Aval, alleles, apolipoprotein Al genes, 
chromosome 11, man 4212. 

deoxyribonuclease Taq! detection, amyloid protein cDNA, mapping, chromosome 21, 
Alzheimer's disease, man 6065. 

i roel or Taq! detection, c-Ki-ras1 gene, mapping, chromosome 6, man 
7211. 

ee ae Taq! detection, cholestery! ester transfer protein loci, man 
7207. 


deoxyribonuclease Taq! detection, DNA, mapping, chromosome 9, man 5983. 

deoxyribonuclease Taq! detection, DNA, rapping, chromosome 9, man 5986. 

deoxyribonuclease Taq! detection, DNA, mapping, chromosome 9, man 6000. 

deoxyribonuclease Taq! detection, DNA, mapping, chromosome 2, man 6012. 

deoxyribonuclease Taq! detection, DNA, mapping, chromosome 9, man 6086. 

deoxyribonuclease Taq! detection, DNA, mapping, chromosome 2, man 6253. 

deoxyribonuclease Taq! detection, transforming growth factor-a genes, 
mapping, chromosome 2, man 7198. 

deoxyribonuclease Taql, H-ras1 locus, man 4080. 

deoxyribonuclease Taql, thymidine kinase genes, man 4778. 

deoxyribonuclease Xbal, deoxyribonuclease Prull, deoxyribonuclease MspI 
detection, a-spectrin genes, mapping, chromosome 1, man 7102. 

deoxyribonuclease Xbal, X chromosome, man 3978. 

deoxyribonuclease Xmnl, X chromosome, Y chromosome, man 4089. 

detection, c-MEL gene cDNA probes, man 5039. 

detection, deoxyribonuclease BamHI, deoxyribonuclease BamHI, deoxyribonuclease 
Pstl, dihydrofolate reductase genes, mapping, chromosome 18, man 7210. 

detection, deoxyribonuclease Bgll, deoxyribonuclease Pvull, deoxyribonuclease 
EcoRI, DNA, mapping, chromosome 6, man 7202. 

detection, deoxyribonuciease Mspl, deoxyribonuclease Sin!, mapping, chromosome 4, 
Huntington's chorea, man 6149. 

detection, deoxyribonuclease MspI, deoxyribonuclease Taqi, apolipoprotein D loci, 
mapping, chromosome 3, man 6035. 

detection, deoxyribonuclease Rsal, deoxyribonuclease Taq}, alkaline phosphatase 
genes, chromosome 2, placenta, man 6059. 

detection, deoxyribonuclease Rsal, von Willebrand factor genes, mapping, 
chromosome 12, man 7174. 

detection, deoxyribonuclease Sau3Al, deoxyribonuclease Ddel, deoxyribonuclease 
Hinfl, DNA, mapping, chromosome 19, man 6070. 

detection, deoxyribonuclease Xbal, von Willebrand factor genes, mapping, 
chromosome 12, man 6103. 

detection, DNA clones, mapping chromosome 5, man 5043. 

detection, DNA probes, chromosome 4 man, monkeys 5052. 

detection, phosphoglycerate kinase pseudogenes subclones, man 8273. 

DNA, alleles Daal ation, DRw52 supertypic group haplotypes, histocompatibility 
locus HLA DRgIll locus, man 1055. 

DNA, apo AIV gene, chromosome 11, man 5048. 

DNA, Capb locus, capsules polysacctiarides, outer membranes proteins, clinical 
isolates, Haemophilus influenzae 171, 

DNA, carriers detection, prenatal diagnosis, factor IX deficiency, man 4787. 

DNA, chromosome 8, ee les, man 4886. 

DNA, clinical isolates, Epstein-Barr virus 10225. 

DNA clones, chromosome 13, man 5016. 

DNA clones, chromosome 19, man 4987. 

DNA clones, chromosome 2, man 4893. 

ONA clones, mapping chromosome 2, lymphoblastoid cell lines, man 5135. 

DNA, deoxyribonuclease Pvull detection, mapping, chromosome 15, man 6295. 

DNA, evolutionary genetics, nuclei, Leishmania 322. 

DNA, fibronectin, man 4974. 

DNA fragments, chromosome 18 library, man 4824. 

DNA fragments, chromosome 18 library, man 4825. 

DNA fragments, hybridization analysis, cyanuric chloride containing paper, 
prenatal diagnosis, Duchenne’s muscular dystrophy, man 4768. 

DNA, or counselling, Duchenne's muscular dystrophy, man 5108. 

DNA, histocompatibility locus HLA DR region polymorphism, colon adenocarcinoma 
cell lines, man 3063. 

DNA, lymphocytes antigens systems, horses 990. 

DNA, mapping, chromosome 9, man 4939. 

DONA, mitochondria, Japan, man 6114. 

DNA, mitochondria, ribosomes, genetic variance, geographical variations, strains, 
Fusarium oxysporum 3700. 

DNA, mitochondria, Sweden, mice 4208. 

ONA, phages, Bacillus licheniformis 180. 

DNA probes, chromosome 21, linkage Duchenne's muscular dystrophy loci, man 5123. 

DNA probes, chromosome 4, man 8276. 

DNA probes, gel electrophoresis, man 8198. 

DNA sequence, chromosome 12, man 8928. 

DNA sequence, chromosome 14, lymphoblastoid cell lines, man 8933. 

DNA sequence, chromosome 8, lymphoblastoid cell lines, man 8920. 

DNA-directed DNA polymerase Ii genes, man 4927. 

cDNA, 3'-terminus, lipoprotein (low density) receptors, hypercholesterolemia 
patients, man 5035. 

cDNA, apolipoprotein A-| introns, liver, man 5027. 

cDNA, apolipoprotein C-1, liver, man 5133. 

cDNA, apolipoprotein C-II, liver, man 4972. 

cDNA, arginase, liver, man 4834. 

cDNA, epidermal growth factor receptors, mapping, chromosome 7, placenta, man 
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age fragment length polymorphism, (continued) Z 
cDNA, estrogens receptors, man 4877. 
cDNA, FUCA! gene, a-L-fucosidase, man 4835. 
cDNA, glutelin, Oryza sativa 1908. , 
cDNA, interstitial retinol-binding protein, retina, man 5001. | 
cDNA, lipoprotein lipase, adipose tissue, man 4962. ; 
cDNA, liver bone kidney types alkaline phosphatase, man 8271. 
cDNA, mapping, chromosome 5, pe receptors, fibroblasts, man 5053, 
cDNA probes, Lactuca sativa 2787. 
cDNA, von Willebrand factor genes, man 5188. 
drug resistance MDR2 gene, drug resistance cell lines, man 4947. 
endodeoxyribonuclease Sacl cleavage, recognition, DNA probes, immunoglobulins 
« chain light chains constant region, man 2921. 
erb-A1 gene, man 4895. | 
erythroid cells potentiation activity cDNA, X chromosome, man 8932. 
erythropoietin genes 3'-terminus, man 4963. 
ETS-1 gene, man 4829. 
gastrin-releasing peptide genes, man 4897. 
gene mapping, recombination, chromosome 
genomes clones, chromosome 5, man 4967. 
glutamate dehydrogenase genes, man 7292. | 
lutathione transferase genes, man 4915. ‘ ‘ | 
aplotype 2, linkage disequilibrium, PAH genes point mutation, phenylketonuria, | 
man 473. | 
HEXB gene, B-N-acetylhexosaminidase B-chain, chromosome 5, man 8269. 
histocompatibility antigen HLA association, C21-hydroxylase deficiency genes, man 
1058. 
histocompatibility locus HLA A region, B region, C region, man 5842. 
histocompatibility locus HLA, C region, loci, homozygotes Yyping cells, man 1004. 
histocompatibility locus HLA, complement component C2, factor B, man 5840. 
histocompatibility locus HLA D region, man 5841. 
histocompatibility locus HLA DP region, cDNA polymorphism, man 3083. 
histocompatibility locus HLA DP aoe correlation, histocompatibility locus HLA 
DP region phenotypes, man 2889. 
histocompatibility locus HLA DQ region B-chain genes, man 1027. P 
histocompatibility locus HLA DQ region class Il genes, association autoimmune 
diseases, pemphigus, man 3057, ‘ 
histocompatibility locus HLA DQ region genes, lymphoblastoid cell lines, man 


12, man 5152. 


histocompatibility locus HLA DR region genes, man 1029. 

histocompatibility locus HLA D/DR-BON gene, man 1065. 

HOX2 locus, man 4942. 

hybridization analysis, D1S1 locus, chromosome 3, man 4030. 

hypoxanthine phosphoribosyltransferase pseudogenes, man 5160. 

immunoglobulins «-chain variable te gene families, man 1059. 

immunoglobulins heavy chains variable region genes, man 1060. 

insertion, CDNA, «2-antiplasmin Enschede mutants, man 4012. 

insulin genes, diabetes mellitus type Il, population genetics, Mexican-Americans, 
Tunisians, man 5054. 

inverted repeat, recombination, chromosome 17, haplotypes, wild type, mice 4092 

Kirsten sarcoma virus KRAS2 locus, chromosome 6 mice 2177. 

LDL receptors genes, 3'-terminus, man 8270. 

lipoprotein lipase genes, deoxyribonuclease Hindill detection, man 6072. 

ipgprotele (low density) receptors genes, deoxyribonuclease BstEll 
identification, detection, deoxyribonuclease BamH!+deoxyribonuclease EcoRI 
digestion, man 6196. 

lipoprotein (low density) receptors genes, man 4847. 

lipoprotein (low density) receptors genes, man 5095. 

loci linkage myotonic dystrophy genes, mapping, chromosome 19, hybridization 
analysis, man 4865. 

lymphocytes T antigens, T-cell receptor 8B chain, genes, variable region, man 
2943. 


a2-macroglobulin genes, man 4932. 
mapping, chromosome 1, chromosome 3, mice, detection, histone H3F2, histone H4F2, 
INA clones, man 7133. 

mapping, chromosome 5, genomes DNA clones, man 4966. 

mapping chromosomes, creatine kinase isoenzyme B cDNA, man 257. 

mapping, DNA, deoxyribonuclease BamHI detection, chromosome 17, man 7154. 

mapping, DNA, deoxyribonuclease BamH| detection, chromosome 15, man 7171. 

mapping, DNA, deoxyribonuclease detection, chromosome 10, man 6217. 

mapping, DNA, deoxyribonuclease EcoRI! detection, chromosome 14, man 6246. 

mapping, DNA, deoxyribonuclease Hinfl detection, chromosome 19, man 6240. 

mapping, DNA, deoxyribonuclease MspI detection, chromosome 10, man 6210. 

mapping, DNA, deoxyribonuclease Mspl detection, chromosome 12, man 6214. 

mapping, DNA, deoxyribonuclease Msp! detection, chromosome 11, man 6222. 

mapping, DNA, deoxyribonuclease MspI detection, chromosome 17, man 6223. 

mapping, DNA, deoxyribonuclease Msp! detection, chromosome 10, man 6228. 

mapping, DNA, deoxyribonuclease Msp! detection, chromosome 10, man 6233. 

mapping, DNA, deoxyribonuclease Mspl detection, chromosome 11, man 6244. 

mapping, DNA, deoxyribonuclease Mspl detection, chromosome 15, man 6291. 

mapping, DNA, deoxyribonuclease MspI detection, chromosome 12, man 7160. 

mapping, DNA, deoxyribonuclease Pst! detection, chromosome 17, man 6277. 

mapping, DNA, deoxyribonuclease PsT| detection, chromosome 10, man 6278. 

mapping, DNA, deoxyribonuclease Pvull detection, chromosome 19, man 6234. 

mapping, DNA, deoxyribonuclease Pvull detection, chromosome 17, man 6289. 

mapping, DNA, deoxyribonuclease Pvull detection, chromosome 15, man 6296. 

mapping, DNA, deoxyribonuclease Pvull detection, chromosome 18, man 6298. 

mapping, DNA, deoxyribonuclease Rsa! detection, chromosome 17, man 7167. 

mapping, DNA, deoxyribonuclease Taql, deoxyribonuclease Pvull detection, 
chromosome 17, man 6287. 

mapping, DNA, deoxyribonuclease Taql detection, chromosome 14, man 6254. 

mapping, DNA, deoxyribonuclease Taq! detection, chromosome 17, man 6284. 

mapping, DNA, deoxyribonulease Rsal detection, chromosome 14, man 6259. 

metallothionein gene mapping, chromosome V!, Neurospora crassa 2327. 

metallothionein MT2A gene 5'-terminus flanking region, man 5159. 

nit-2 gene, Neurospora crassa 1399. 

ornithine decarboxylase genes, leukocytes, man 3009. 

platelet factor, PF4 gene, erythroleukemia cells, man 4885. 

porphobilinogen deaminase genes, man 4820. 

porphobilinogen deaminase genes, man 4906. 

prion proteins aba man 2814. 

ee gene, HIS4 gene, LEU2 gene, transposon Ty, lager strains, Saccharomyces 

restriction endonuclease mapping, chromosome 8, man 4154. 

RNA, genes transcription, Chlamydomonas reinhardtii fertilization 692. 


Restriction ment length polymorphism, (continued 
ate 21 se genes, man 4019. : ; 
receptor a- genes, ications genetic markers, man 992. 
tandem repeated sequence, satellite DNA, Y , Man 5028. 
Ter locus, variable region, T antigens receptors, linkage, 
histocompatibility locus H-8, mice 2809. 
_— apolipoprotein B genes, deoxyribonuclease Pvull, chromosome 2, man 
dbulin genes, man 4926. 
von Wil factor genes, man 5049. 
detective mutant, host systems, transformation, plasmids, cloning vectors, 
fradiae 8478 


deoxyribonuciease Ddel, DNA meth’ . , cloning, nucleotide ence, 
e feat 0. ylase, genes, Ng, sequi 
systems, DNA nucleotide sequence, recognition domains, bacteria 144. 
Earns. Sai testriction endonuclease Mrs gh Neisseria 8074. 
, hsd gene gene mapping, nucleoti uence, Escherichia coli 9891. 
transformation, DNA mratyiaibon. Escherichia coll 4381. 
Reticulocytes, 
aminoacyl-tRNA anticodons, codons adaptation, man, rabbits 6742. 
phosphatase, cDNA nucleotide sequence, rabbits 1935. 
free system, protein biosynthesis rate, polyribosomes, ribosomal subunit 40S 


lysates, inhibition translation initiation, spectrin B-subunit role, rabbits 


lysates, protein biosynthesis regulation, initiation factor elF-2 
, rabbits 7780. 
lysates, protein biosynthesis, vaccinia virus core protein inhibition, initiation 
factor 2 replacement reversal 3691. 
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hybrids formation, gene fusion, recombinants, phage A, plasmids 1279. 
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Escherichia coli gene expression 420. 

phage A, Escherichia coli lamB gene, gene expression, Vibrio cholerae 419. 
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coli 7419. 
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mammalian cells 1462. 
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expression, mice 3467. 

CHO cells, interleukin 2 cDNA, amplification, expression, man 3308. 
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cloning, c-myc gene gene expression, man 4464. 

cloning, enhancerless genes, cat gene gene expression, enhancers, SV40 4449, 

cloning, gene fusion, plasminogen activator genes, immunoglobulins heavy chains 
genes, gene expression, hybridoma 4425. 
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transport peroxisomes, Photinus pyralis 2493. 
pe acs hae (human) genomes, Sendai virus envelopes use, fibroblasts, man 


cytomegalovirus (human), promoters, enhancers, cloning vectors, mammalian cells 
1376. 
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a-interferon, man, genes, recombinants, nucleotide sequence modification, 
gene expression, cell lines, mice 1287. 
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tissues plasminogen activator genes, man 547. 
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Transferrin receptors, 

gene regulation, iron dependent, 3'-terminus introns requirements, transfection, 
man 5525. 

genes, inactivation, dibutyryl cyclic AMP effects on, promyeloid leukemia cell 
lines, man 5280. 

genes, promoters, 5'-terminus deletion, effects on gene expression, man 6416. 
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acetylcholine nicotinic receptors a-subunit gene expression, Torpedo 
californica 1467. 

adenovirus, gene expression, inhibition, gene regulation, adeno-associated virus, 
tissue culture, mice 2350. 
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a bey ede tumefaciens plasmids, genetic engineering, plant breeding, reviews 
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cloning, apoaequorin cDNA, Aequorea victoria 2518. 

cloning, Bacillus thuringiensis israelensis 5-endotoxin genes , gene 

dong. Caldooa each ot 0, 
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competence, Streptococcus pneumoniae 1310. ; 
conjugation, gene transfer, plasmids, spore crystals proteins genes, Bacillus 
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efficiency, DNA bands isolation, agarose gels 5798. ‘ 
efficiency, Ti plasmid DNA, Agrobacterium tumefaciens + Agrobacterium rhizogenes 
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genes, papilloma virus DNA-binding protein characterization, Escherichia coli 
gene expression 535. 

Glycine max protoplasts, gene transfer, plasmids cloning vectors 1323. 

re max protoplasts, Ti plasmid gene transfer, Agrobacterium tumefaciens 


GP185 gene gene expression, Plasmodium falciparum 1397. 

gtfA gene, gene expression, Streptococcus mutans 3481. 
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interleukin 1 genes, plasmid pDP516 cloning vectors, Escherichia coli gene 
expression 1313. 
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lacZ gene, Escherichia coli, cloning vectors construction, Pichia pastoris gene 
expression 2432. 
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plasmid pKD1, Kluyveromyces lactis 2389. 

plasmid pKT210, Azotobacter vinelandii 3372. 

plasmid pMMB22, algA ike gene amplification, mannose-6-phosphate isomerase 
overproduction, Pseudomonas aeruginosa 454. 

plasmid pMR100, man interleukin 2 receptors cDNA, gene transfer, gene expression, 
Escherichia coli 1324. 

plasmid pNG2, erythromycin antibiotic resistance gene transfer, Corynebacterium 
diphtheriae 3390, 

plasmid pNSW301, Zymomonas mobilis 5429. 

plasmid pRi15834, Agrobacterium rhizogenes, gene transfer, roots, Lotus 
corniculatus 8430. 
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